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LOAD VARIATION OF VIBRIO HARVEYI IN THE BLOOD CLAM
TEGILLARCA GRANOSA

YANG Qian-Yuan"?, TENG Shuang-Shuang®, CAI Yi-Long?, XIAO Guo-Qiang"?, CAI Xi-Li’

(1. National Demonstration Center for Experimental Fisheries Science Education, Shanghai Ocean University, Shanghai 201306,
China; 2. Zhejiang Mariculture Research Institute; Zhejiang Key Laboratory of Exploitation and Preservation of Coastal
Bioresource; Wenzhou Key Laboratory of Marine Biological Genetics and Breeding, Wenzhou 325005, China; 3. Pingyang
Agriculture and Rural Bureau of Zhejiang Province, Pingyang 325499, China)

Abstract To understand the variation detail of bacterial load in different tissues of the blood clam Tegillarca granosa
(including gill, mantle, adductor, hepatopancreas, and blood) under Vibrio harveyi challenge, a V. harveyi immersion
experiment was conducted and the standard curve of V. harveyi concentration was established by turbidimetric method,
from which the dynamic relationship between the bacterial growth and reproduction in seawater under Vibrio challenge in
24 h was described, the bacterial load of the blood clam tissues was calculated, and the relationship between the Vibrio load
in hepatopancreas and the immersion different concentrations (1x10°, 1x10°, 1x107, 5x10" CFU/mL) of Vibrio in seawater
was specified. The results showed that the Vibrio load in the clam blood was significantly higher than in other tissues under
the concentration of 1x10” CFU/mL. The bacterial load in the tissues was increased at first, then decreased, and finally
stayed at a low level. The Vibrio load in the blood was decreased to 10°—10* CFU/mL, and the Vibrio load in other tissues
was decreased to 10°—10> CFU/mg. Under different Vibrio concentrations, the Vibrio load in the hepatopancreas increased
significantly on Day 1, which was 81.0—667.8 times of that of the control. Correlation between the bacterial load and the
Vibrio dose in the seawater was significantly positive (Spearman’s p=0.762, P<0.001). The bacterial load in the
hepatopancreas was obviously decreased on Day 5, which was still higher than that of the control. This study provided a
reference for the immune recognition and response during pathogenesis by Vibrio infection in 7. granosa.

Key words Tegillarca granosa; Vibrio harveyi; Vibrio load, immune resistance



