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IDENTIFICATION OF FLOATING ECOTYPE OF ULVA PROLIFERA:
IMPLICATION FOR THE GREEN TIDE IN THE YELLOW SEA
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Abstract As a kind of oceanic ecological disaster that occurs normally, the Yellow Sea green tides has been proved to
be triggered by one unique population of Ulva prolifera. Based on its distinctive genotype, phenotype, ecological niche and
lifestyle, this population was named after the “floating ecotype”. With the identification of floating ecotype and tracing of
specific genetic marker, the quantitative characterization for some crucial ecological processes of the Yellow Sea green
tides has been improved. It was revealed that at the beginning stage of green tides, the aquaculture rafts for nori in Subei
Shoal played an important role. In addition, at the drifting stage on the sea, the floating ecotype exhibited an extremely
high dominance. The biotic cause for the seaweed blooming was highly inspired, and the risk of northward bio-invasion by
this ecotype was suggested, since small-scale establishment of this floating ecotype has been detected along the southern
coast of Shandong peninsula. These new findings and implications would be of great importance in understanding the
cause and mechanism of seaweed blooming, establishing feasible measures for disaster management, and forecasting the
evolution trends of the Yellow Sea green tides.

Key words Ulva prolifera; the Yellow Sea; green tide; floating ecotype



