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THE CDNA CLONING AND CHARACTERIZATION OF MYTILUS
CORUSCUS METALLOTHIONEIN 10 AS WELL AS ITS MRNA
EXPRESSION UNDER THE CU*" STRESS

WANG Hao-Sheng,
CHEN Yong-Xia,

SONG Xin-Jin,
LU Wei-Xiao,

DONG Wen-Qiang, WU Bin,
QI Peng-Zhi, GUO Bao-Ying

(Zhejiang Ocean University, National Engineering Research Center of Marine Facilities Aquaculture, Zhoushan 316022, China)

Abstract

In this paper, a 413bp full-length cDNA sequence of metallothionein 10 from thick shell mussel was

obtained with RT-PCR and rapid amplification of cDNA ends (RACE) technique (so called ‘Mc-MT-10’ thereafter). It
consists of a 101bp 5'untranslated region (UTR), an 222bp open reading frame (ORF) and a 108bp 3'UTR. The translated
protein is composed of 73 amino acids. The multiple alignments showed the abundant Cys residues, 9 conserved CXC
domains and one CKCXXXCXCX domain, in addition, the Mc-MT-10 cluster into one branch with the counterparts from

congeneric species in the phylogenetic tree, suggesting the high evolutionary conservation. The Q-PCR assays were

employed to assess the relative expressive changes of Mc-MT7-10 mRNA in mantle and digestive gland under the stress of

copper ions. The results showed that the expression levels of Mc-MT-10 mRNA rose sharply under the stress of Cu®’,

implying that the Mc-MT-10 could involve in the regulation of thick hell mussel against Cu®" stress.

Key words Mytilus coruscus; metallothionein;

Real-time fluorescence quantitative PCR;  Cu”" stress
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