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Tab.l Strains of V. alginolyticus used in this study
Strain Genotypes Source

Vibrio alginolyticus
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Fig.1 Motility of ZJ-T, Ahfg-T and hfg"-T on 0.3% and 1.5% LBS agar plates (A) and statistical analysis (B)
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Fig.2 Kinetic biofilm formation of ZJ-T, Ahfg-T and hfg*-T
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Fig.4 The extracellular protease activities of ZJ-T, Ahfg-T and
hfg"-T on LBS agar plates containing 1% skimmed milk (A) and
statistical analysis (B)
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Fig.5 Hfq positively regulated the cytotoxicity to C2C12 in V. alginolyticus
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Tab.2 Virulence to Epinephelus coioides of ZJ-T, Ahfg-T and
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ROLE OF HFQ IN VIRULENCE REGULATION OF VIBRIO ALGINOLYTICUS
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Abstract To understand the role of Hfq in the virulence of Vibrio alginolyticus, we studied a series of virulence-related
physiological and biochemical pathways comparatively among V. alginolyticus wild type strain ZJ-T, hfg mutant strain
Ahfg-T, and the complementary strain 4fg"-T. The results show that the swimming and swarming abilities of /fg null strain
were significantly reduced (P<0.001). Deletion of &fg decreased the biofilm formation while promoted the deattachment of
V. alginolyticus. Hfq positively regulated iron metabolism and negatively regulated the secretion of extracellular proteases
(ECPs) (P<0.01). Compared to the wild type and complementary strains, the Afg deficient strain completely lost the ability
for inducing C2C12 cell death, and increased lethal dose (LDso) to Epinephelus awoara by three orders of magnitude.
Therefore, Hfq is crucial in the virulence of V. alginolyticus by regulating motility, bofilm formation, iron metabolism, and
secretion of ECPs. This study may provide an insightful theoretical basis for the prevention of vibriosis.
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