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Fig.2 The phylogenetic tree constructed by the amino acid

sequences of TLRs of 15 species using neighbor-joining method
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NP_062051; Mus musculus NP_036035; Danio rerio AAQ90475;
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EXPRESSION AND CLONING OF TOLL-LIKE RECEPTOR 2 GENE
FROM CYCLINA SINENSIS

REN Yi-Peng, GAO Jing, PAN Bao-Ping, GAO Hong, YAN Chun-Cai
(College of Life Sciences, Tianjin Key Laboratory of Animal and Plant Resistance, Tianjin Normal University, Tianjin 300387, China)

Abstract
The expression of CsTLR2 was detected in real-time quantitative PCR. Results show that the open reading frame of

The gene CSTLR2 (Cyclina sinensis toll-like receptor 2) were cloned and analyzed with transcriptome library.

CsTLR2 consisted of 2082bp, encoding 693 amino acids with the typical leucine-rich repeats, a single transmembrane area,
and toll/interleukin-1 homologous region. Gene CsTLR2 was expressed in the highest level in hemolymph significantly
different from those in liver, adductor muscle, gills, mantle, and gonad (P<0.05). The expression of TLR2 in C. sinensis
hemolymph injected with Vibrio anguillarum and Poly I:C increased in 3h and reached the highest level in 48h, which is
very significantly different (P<0.01) from those of the control group and the blank group. The expression of TLR2 in C.
sinensis hemolymph injected with Micrococcus luteus increased in 3h and reached the highest level in 48h and it was
significantly different (P<0.05) from that of control group.

Key words transcriptome library; real-time PCR

Cyclina sinensis; Toll-like receptor 2;
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