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B domain C domain A domain D domain

IGF-
4 12 IGF-
Fig.4 Comparison of amino acid sequences of IGF- in L. crocea and 12 vertebrates (Upton et
: Red drum, (Sciaenops ocellatus) GQ443297.1; Japanese flounder,
(Paralichthys olivaceus) AF061278.1; Orange-spotted grouper, (Epinephelus
coioides) AY513719.1; Gilthead seabream, (Sparus aurata) AY996779.2; Nile tilapia,
(Oreochromis niloticus) EU272149.1; Rainbow trou, (Oncorhynchus mykiss) IGF- >
M95183.1; Common carp, (Cyprinus carpio) BAA11879; Beluga, (Huso huso)
AB512770.1; African clawed frog, (Xenopus laevis) AAA70330; Mouse,  (Musmus culus)
AAH12409; Chicken, (Gallus gallus) NP001004384; Human, (Homo sapiens) CAA40342
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Tab.1 The homology comparison on IGF- nucleotide sequences between L. crocea and other vertebrates(%)

100 99.47 98.92 98.39 97.85 88.17 82.26 68.82 60.75 54.84 52.15 50.00 50.00




1 : (Larimichthys crocea)IGF- 39

Large yellow croaker
o i!’ gey
Red drum

— Orange-spotted grouper

49— Gilthead seabream

100

— Japanese flounder

94

Nile tilapia

100

Rainbow trout

— Common carp

Beluga

African clawed frog
90

Chicken

100
— Mouse

100

'—— Human

0.05

—

6 12 IGF-

Fig.6 Phyogenetic tree inferred from L. crocea and 12 ver-
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MOLECULAR CLONING AND SEQUENCE ANALYSIS OF INSULIN-LIKE GROWTH
FACTOR cDNAFROM LARIMICHTHYS CROCEA

CHANG Kang-Mei, ZHENG Xiao-Liang, LIU Hui-Hui, ZHANG Jian-She, WU Chang-Wen

(Marine Science College of Zhejiang Ocean University, Key Laboratory of Zhejiang Provincial Marine Culturing Equipments
and Engineering Technology, Zhoushan, 316004)

Abstract The insulin-like growth factor (IGF- ) gene of Larimichthys crocea was cloned from liver by RT-PCR and
RACE technique. All the length of the nucleotide sequence was 2027bp, including 5’UTR (57bp), 3’UTR (1409bp) and
ORF (561bp). Nucleotide sequence analysis showed that ORF encoded 186 amino acids that was composed of signal pep-
tide, mature peptide (B, C, A, D) and E domain. Signal peptide and E domain were cut off when the peptide was processed.
The molecular weight of mature peptide was 7500Da and its pl was 7.76. There were three disulfide bonds formed by six
of L. crocea with those of
other species, the sequence conservation of A and B domains is high, while low in C and D domains. E domains in IGF-
of L. crocea was belonged to IGF- cDNA of L. crocea
is similar to other fishes which shared sequence homology of 99.47% with Sciaenops ocellatus, 97.68% with Epinephelus
coioides, 97.50% with Sparus aurata and 95.90% with Paralichthys olivaceus.

Key words Larimichthys crocea, IGF-

cysteines in B and A domains. The disulfide bonds comparing the amino acid sequence of IGF-

Ea-4 subtype. Analysis of nucleotide sequence showed that IGF-

Cloning



