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Tab.1 The SSR primers in the present study
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F: CTGACTCTGAACGCTTGG
HLJDH185 R: TTCTGTGGTCGTCGTCT 55 GenBank No.EU590679
F: AGACACTCCGAGCAATAC
HLJDH186 R: GACTAAATGCCTCCAGAT 55 GenBank No.EU590681
F: CTTTGCTGTGAGGCTTTTCC
PC10G6 R: TCGCAGACAGAATCTCCAAG 50 GenBank No.EF635876
F: CATCTCCCCCACTCATATCG
PC7H4 R: TTCAGACTGCTGCCCTGTC 52 GenBank No.EF635869
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STUDY OF CULTURED DAIQU AND MINYUE POPULATIONS LAGER YELLOW
CROAKER PSEUDOSCIAENA CROCEA AND ITS HYBRID FILIAL GENERATIONS
USING SSR TECHNOLOGY

HUANG Zhen-Yuan'? ~SU Yong-Quan®, ZHANG Jian-She?, WU Chang-Wen?

(1. College of Oceanography and Environmental Science, Xiamen University, Xiamen, 361005; 2. Marine Science College of Zhejiang
Ocean University, Key Laboratory of Mariculture Equipments and Engineering Technology of Zhejiang Province, Zhoushan, 316004)

Abstract The genetic diversity of 120 accessions of breeding Large Yellow Croaker, Pseudosciaena crocea (Richard-
son) was analyzed. Using 11 pair of SSR polymorphic markers, a total of 26 alleles were found, which exhibited high level
of diversity. The range of polymorphism information content (PIC) was 0.785—0.818, average 0.804. Shannon’s Informa-
tion index of DQ populations was higher than MY populations and it was 2.14, 2.04 respectively. The filial generation
higher than parental generation it was 2.24, 2.22 respectively. And minus-hybrid generation higher than plus-hybrid gen-
eration it was 2.13, 2.03 respectively. The F of parental generation was lower than finial generation; it was 0.020, 0.026
respectively. The Gene flow was very high according to Fg value. The UPGMA clustering analysis at the genetic similarity
grouped the four populations into three groups. The minus-hybrid stock was the most far away from others populations.
AMOVA in filial generation higher than parental generation it P value was 0.01, 0.03 respectively.

Key words Large yellow croaker Pseudosciaena crocea, Genetic diversity, Microsatellites, Reciprocal crosses hybrid



