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Fig.1

ATTAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCCACCGLGGTGGCOGCCGCTCTAGAACTAGTGGATCCC
CCGGGCTGCAGGTTTGCGCTTTCGCAGTCACGAAACCAGACAAACTTGCCGCCAAAATTCCATCAATATTCTAC
TTTTCGTGTGATATTTTCGCCCAAMAAAGAAACATCAAGATGCAGCCAAGCCAAGTCCGCCAGAACTTCCATGAG

MQ P S QVRQNTFINIE
TTGTGTGAGGCCGGAGTCAACAAGCAAATCAACTTGGAGTTGTATGCTTCC TACACCTATCATTCCATCGCCTTC
LCEANGVNKQI NLELYASYTYHNDNSTATF

Y FDRDDVALPGAINEKYFIKZEK®QSE
CATGCCGAGAAACTGATGAAGT TTCAGAACCAGCGAGG TGGTCGCGTGAAGCTCAAGGACATCACGGCTCCAGAA
lH‘llfKI.'\Ih'I-'t\l\uh'i'.('.l\"\’KI.KIJ[']‘!\J’E
AAGGAAGAATGGGGCAGCCTGCTGGATGCTTTCAAGGTCGCCTTGGAACTGGAAAAGAAGGTGAACCAGAGTCTG
KEEWGSLLDAFEKVYVALETLEIEKIEKVNOQS L
TTGGACCTTCACGGTCTGGCAGACTCCAAGAAGGACGCGCAGATG TGCGAC TTCATCGAGACCCACTACCTGACG
L DLHGLADSKEKDAMMYWCDF T ETHYLT
GAACAGGTGGAGGCCATCAAGGAGATCGGTGACCACATCACCAATCTGAAGCGCGTCGLCACCGGCCTGGGUGAN
EQVEAIT KETGDHITITNLEKZRYGTOGILGE
TTCATCTACGATAAGGAGAACCTGAAGGAGGAT TAAGACCCGGACCTCCCT CGGATGCCGTGGAACGGTCGGACT
F'I YD KENLEKED =*®
ACTTCCTTAGGAAAGAATAAAAAGAAACATTTTAAAACATTTTCGAAAACAAATCTAGGCACCGATGAAAAAAA
GAMAAAAGANTTATTGTTCAGTACAATTGCCAGAGACCAACCTGGGAATTATTCACTAAMTCTTTGGGATTAAG
ATATTGTCTGCACAAATTCTGTCATTCCAATGC TG TGCAAAATTACAAATCAATGTACCACTATTCCAAGTTAAT
TGACATTGTAACTGTGTAACAATTGTAAGTAAGCCAAGTTATGAAGAGTCCGACCCACACGAAGCACATTTAACA
TGTGAAGTAATTAATTTTAAAGANTAAAAAAAAATATAAMAGGANAGAT TAAAAAATTGAGACCCACAGGATTTG
GACTTTTAAMTATGATTTTTTTTTGTATGCATGAATTTTTTTTTTTAAGGAAATGTGTGOTGATCANTAAAAATA
AMAAAAAAAAAAAAAAANAAAAAA
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Fig.5 SDS-PAGE analysis of recombinant product of S. ja-
ponicus ferritin (A) and specificity of ferritin polyclonal antibody
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CLONING AND CHARACTERIZATION OF FERRITIN GENE FROM SOUTH
CULTURED STICHOPUS JAPONICUS

LI Cheng-Hua', CUI Jing', LIYe', ZHOU Jun', SU Xiu-Rong', LI Tai-Wu"?

(1. Faculty of Life Science and Biotechnology, Ningbo University, Ningbo, 315211;
2. Ningbo City College of Vocational Technology, Ningbo, 315100)

Abstract With the approaches of ¢cDNA library, RACE, fluorescent real-time quantitative PCR and western blot, the
full-length ferritin cDNA was identified and characterized in South cultured Stichopus japonicus (denoted as SjFER) in the
present study. All these results indicated: 1) The cDNA of SjFER was of 1222bp, consisting of a 5’UTR of 513bp with a
putative iron regulatory element (IRE), a 3'UTR of 187bp, and a complete open reading frame of 522bp encoding a poly-
peptide with 173 amino acid residues. The conserved motifs for ferritin including iron binding signature, H-specific fer-
roxidase center and phosphorylation site were totally found in the deduced amino acid of SJFER. 2) SjFER was an impor-
tant molecule in the species environmental adaption. The expression level of SJFER in South sea cucumber was two times
higher than that from North in the tissue of muscle, while no difference occurred in tissue of respiratory tree. 3) The ploy-
clonal antibodies generated from the recombinant product of SjFER could be specifically identified not only the recombi-
nant product, but also the native protein from muscles, and should be used for next functional validation.
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