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NBT 1.24 GH
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1 ATG GAC AGA GTT GTC CTC CTG CTG TCG GTG GTG TCT CTG
1 M D R V V L L L s VvV V § L

40 GGC GTC TCC TCT CAA CCA ATC ACA GAC AGC CAG CGT CTG
14 ¢G v s § @ P I T D S Q@ R L

79 TTC TCC ATA GCT GTC AGC AGA GTT CAA CAC CTC CAC CTG
27 F s T A V § R V. Q H L H L

118  CTC GCT CAG AGA CTC TTC TCT GAC TTC GAG AGC TCT CTG
40 L A Q@ R L F S D F E § § L

157 CAG ACG GAG GAG CAG CGT CAA CTC AAC AAA ATC TTC CTG
53 Q T E E @ R Q@ L N K I F L

196  CAG GAT TTC TGC AAC TCT GAT TAC ATC ATC AGC CCC ATC
66 Q b F C N s D ¥ 1 I s P 1

235 GAC AAG CAC GAG ACA CAA CGC AGC TCT GTT CTG AAG CTG
79 DK H E T @ R S S V L K L

274 TTG TCT ATC TCC TAT CGA TTG GTT GAG TCT TGG GAG TTT
92 L s 1 s Y R L V E S W E F

313 CCC AGT CGT TCT CTG TCT GGA GGT TCT GCT CCG AGG AAC
105 p S R S L s GG 6 S A P R N

352 CAG ATT TCA CCC AAA CTC TCG GAA CTG AAG ACG GGA ATC
118 Q 1 s P K L § E L K T G I

391 CTG CTG TTG ATC AGG GCC AAT CAG GAC GGA GCC GAG ATC
131 L L L 1 R A N Q@ D G A E |1

430 TTC CCT GAT AGC TCC GCC CTG CAG CTG GCT CCT TAT GGG
144 F P D § S A L @ L A P Y G

469  AAC TAT TAT CAA AGT CTG GGA GCT GAC GAG TCA CTG AGA
157 NoY Y @ s L G A D E S L R

508  CGA ACA TAC GAA CTG CTG GCC TGT TTC AAG AAA GAC ATG
170 R T Y E L L A C F K K D M

547 CAC AAG GTG GAG ACC TAC CTG ACG GTG GCT AAA TGT CGA
183 H K v E T Y L T VvV A K C R

586  CTC TCT CCA GAA GCC AAC TGC ACC TTG TAG

196 L s P E A N C T L

1 GH cDNA

Fig.1 GH cDNA sequence of S. chuatsi and amino
acid sequence

554bp
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(Oreochromis niloticus)
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2 ( , 2008; , 2008;
, 2008; Zhang et al, 2005; Buggiotti et al, 2006; Wal-
lis et al, 2006)
2.2 GH

EcoR HindIII PCR

F1 BREKHE CDNA RIBEEEER
Tab.l Amino acid composition of S. chuatsi GH ¢cDNA encoding

(%)
44.12% Leu 31 15.20
Ala 11 5.40
Ile 11 5.40
Val 11 5.40
Phe 8 3.90
Trp 1 0.50
Met 2 1.00
Pro 8 3.90
Gly 7 3.40
32.36% Gln 13 6.40
Asn 6 2.90
Cys 4 2.00
Ser 28 13.70
Thr 8 3.90
Tyr 7 3.40
10.78% Glu 12 5.90
Asp 10 4.90
12.74% Lys 9 4.40
Arg 13 6.40
His 4 2.00
45 S. chuatsi
92 _|: S. kneri
624 _|: M. saxatilis
8 D. labrax
49 S. aurata
98 P. crocea
90 O. niloticus
97— 7. mossambica
S. gairdner
D. rerio

M. musculus
99 S. scrofa
{ Homo sapiens
2 13 GH
Fig.2 Phynogenetic tree of 13 species in GH cDNA sequence
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CLONING AND PROKARYOTIC EXPRESSION OF GROWTH HORMONE GENE IN
SINIPERCA CHUATSI

LIU Zhen', LUO Xiao-Hua"?, LU Shuang-Qing', XIE Di-Zhi"?,
FANG Zhi-Jia', XIAO Ke-Yu’

(1. Department of Biotechnology = Environment Science, Changsha University, Changsha, 410003;
2. College of Animal Science and Technology, Hunan Agricultural University, Changsha, 410128)

Abstract GH cDNA was amplified and cloned from total RNA isolated from pituitary gland of Siniperca chuatsi by
RT-PCR. Sequence analysis showed an open reading frame (ORF) of S. chuatsi growth hormone gene in size of 615bp,
encoding 204aa of 23kDa and pl at 7.07, comprising 10.78% acidic, 12.74% basic, 44.12% hydrophobic, and 32.35% hy-
drophilic. The cDNA of mature growth hormone was directionally cloned in pET-32a(+), and then the recombinant expres-
sion vector was transformed into E. coli BL21 (DE3 plys). After induction by IPTG, an expected 43kDa fusion protein was
found by SDS PAGE analysis, accounting for 58% of the total protein. Western blot demonstrated that the recombinant

fusion protein can be recognized by anti-6><His monoclonal antibody.

Key words Siniperca chuatsi, Growth hormone, Gene clone, Prokaryotic expression



