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Tab.l The population’s name of Ruditapes and their origin

() (cm)
DL 50 38°78'N, 121°14'E 2003.05 3.3440.43
QD 50 36°18'N, 120°30'E 2003.05 3.1820.32
XM 50 24°51'N, 118°21'E 2003.05 3.87240.27
ZH 50 22°13'N, 113°83'E 2003.06 3.11%+0.21
RV 50 20°94'N, 110°63'E 2003.10 3.10%0.19
1.2 Joining Euclidean
50 ,
142 AFLP
; ; AFLP Cross Checker version 2.9 s
1, 0, 0 1
1.3 DNA AFLP Nei (1979)
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Tab.2 Adaptor and primer sequences used for AFLP analysis DL

Hop =2.255+0.177L + 0.961W

/ G6'-3) Hxum = 2.362 + 0.423L + 0.465W
Msel adapter 5'-GACGATGAGTCCTGAG-3' Hzy=3.162 + 0.406L + 0.409W
3" TACTCAGGACTCAT-5' Hgry =2.258 + 0.488L + 0.399W
MO00( ) GATGAGTCCTGAGTAA >
Msel +1 - M02 MO0 + C >
Msel +3 : M55 MO0 + CGA ,
M58 MO0 + CGT

5'-CTCGTAGACTGCGTACC-3’

EcoRI adapter 3-CTGACGCATGGTTAA-5'

E00( ) GACTGCGTACCAATTC 2.1.2
ECORI +1 : E0L E00 + A , , ,
ECORI +3 :E33 E00 + AAG

E35 E00 + ACA ’

E39 E00 + AGA ’
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Fig.1 The dendrogram of hierarchical cluster analysis on four
different populations of R. philippinarum and one of R. variegata
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Tab.3 Average similarity, Shannon’s index and percentage of
polymorphic loci of R. philippinarum and one of R. variegata
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Fig.2 A portion of an AFLP gel with prime E45M58 of R.
philippinarum and one of R. variegata
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COMPARISON OF GENETIC DIVERSITY IN THE POPULATIONS OF RUDITAPES
PHILIPPINARUM AND R. VARIEGATE

LIU Xiang-Quan', BAO Zhen-Min®?, HU Jing-Jie’, HE Jin-Xia', FANG Jian-Guang’, WANG Ru-Cai’
(1. Marine Fisheries Research Institute of Shandong Province, Yantai, 264006; 2. Ocean University of China, Qingdao, 266003;
3. Yellow Sea Fisheries Research Institute, Chinese Academy of Fishery Science, Qingdao, 266071)

Abstract Morphological variance of four natural populations of Ruditapes philippinarum, i.e. Dalian (DL), Qingdao
(QD), Xiamen (XM) and Zhuhai (ZH) and a natural population of R. variegate, i.e. Zhanjiang (RV) were analyzed using

multi-variant morphological parameters. Clustering dendrogram and discriminant functions were constructed, showing

objectively the differences among the five populations. Four AFLP primer combinations were applied to analyze genetic

diversities and relationships between populations of QD and RV for the two species. Twenty-nine population-specific

bands were found in 216 detected bands, which may be used to distinguish the two clams. It revealed high levels of genetic

diversity in two clam species. The average similarity were 0.6051 in R. philippinarum and 0.6882 in R. variegate, and only

0.2968 between two populations. The Shannon’s information index was 0.2526 for R. philippinarum, a little higher than

0.2154 for R. variegate. Cluster analysis with Nei’s pairwise distance grouped specimens in geographical origin with no

exception, showing distinct difference between the two populations of two clam species.
Key words Ruditapes philippinarum, Ruditapes variegate, Morphological variance, Genetic diversity, AFLP



