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Fig.1 Two-dimensional gel electrophoresis of the mantle of different-pattern M.

meretrix
a. b,



6 : (Meretrix meretrix) 779
) ( 41.7kD, 5.3)
10 S1—S10 , la S2 ; S3 29kD, 5.6,
S3 , b S1  S4— (Thysanoteuthis rhombus) ( 29kD,
S10 (Hutchinson et 5.25) ; S4 27kD ,
al, 2008) 4.8, (Meretrix lusoria)
2.3 ( 20.8kD, 4.98)
L 1
S2 42kD 75 , (Xu et al,
: 6.4 : (Culex pipiens pipiens) 2006)
Fz1 NUMMRIEQEELEEER
Tab.1 The result of peptide mass fingerprinting of M. meretrix
pl
S2 gi/68270850 actin Culex pipiens pipiens 41782.5 5.30
S3 0i/8895921 actin Thysanoteuthis rhombus 28989.7 5.25
s4 4i/2988366 sarcoplasmic calcium-binding Meretrix lusoria 20795.3 4.98
protein
3
3.1 ’ ’
,S2 S3 , ’
, , 10%, ’ '
, 1%— ’
5% ) ) |
ATP ’ '
Mascot
MRNA Mascot
, , , 2004.
3.2 , 11(1): 41—47
sS4 , , , , 2006a. |
ca? , 28(5): 162—166
, , , 2006b. (Meretrix
) ) meretrix) 1TS2 , 37(2): 132—137
ca* , 4, , 2008. (Tegillarca granosa)
ca® , ca* , 39(6): 678—682
' , , 2006.
, 25(2): 79—81
3.3 , 2004. ISSR
10 ) ( ), 27(3):

74—T77



780

40

, 2005. 6 SDS-PAGE
, 17(1): 49—51
, , , 2006.
( ):
44(6): 1011—1014
, , 1997.
, 18(4): 3561—357
, , , 2006. (Meretrix)16S rRNA
ITS1 . , 37(4): 342—347
, , , 1999. SDS-PAGE
MALD-TOF-MS
, 26(4): 17—21

Helena I, Zamani L L, Edlund P O et al, 2005. Metabolic finger-
printing of rat urine by LC/MS: Part 1. Analysis by hydro-
philic interaction liquid chromatography electrospray ioni-
zation mass spectrometry. Journal of Chromatography B,
828(1—2): 9—13

Hobson D J, Rupa P, Diaz G J et al, 2007. Proteomic analysis of

ovomucoid hypersensitivity in mice by two-dimensional
difference gel electrophoresis (2D-DIGE). Food and
Chemical Toxicology, 45: 2372—2380

Hutchinson D O, Jongbloed B, 2008. Two-dimensional gel elec-
trophoresis in inclusion body myositis. Journal of Clinical
Neuroscience, 15: 440—444

Kim M, Robich R M, Rinehart J P, 2006. Upregulation of two
actin genes and redistribution of actin during diapause and
cold stress in the northern house mosquito, Culex pipiens.
Insect Physiol, 52(11—12): 1226—1233

Robert N W, Andrzej K W, Anna G K, 2007. Proteomic analysis
of Chelidonium majus milky sap using two-dimensional gel
electrophoresis and tandem mass spectrometry. Phytochem-
istry, 68: 1612—1622

Xu C P, Garrett W M, Sullivan J P et al, 2006. Separation and
identification of soybean leaf proteins by two-dimensional
gel electrophoresis and mass spectrometry. Phytochemistry,
67: 2431—2440

PROTEOMIC ANALYSIS OF MERETRIX MERETRIX OF DIFFERENT PATTERNS
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Abstract
Meretrix meretrix, from Yueqing, Zhejiang, East China, was studied in mass spectrometry. With software PDQuest, in pH 4—

Using two-dimensional gel electrophoresis, the protein of whole mantle of patterned and non-patterned

7 and molecular weight between 14.3—200kD, 682+24 protein spots were detected in the non-pattern clams, and for
patterns ones, being 600+35. The average matching rate was 84.5%. Different expressions were shown in 256 spots, being
probably related to the shell pattern formation, among them 98 were from non-patterned clams, and 57 from the patterned.
In addition, expression of over twice as much difference was revealed in 101 spots. Two proteins of high rate were found.
One was about 42kD in the patterned clams with isoelectric point at about 6.4, matching Culex actin (molecular weight
41.7kD, isoelectric point of 5.3); another was 29kD with isoelectric point 5.6 matching flying squid actin protein (molecu-
lar weight of 29kD, isoelectric point of 5.25). For the non-patterned clams, a 27kD molecular weighted one was found with
isoelectric point of 4.8, matching well sarcoplasmic calcium-binding protein (molecular weight 20.8kD, isoelectric point of
4.98) in genus Meretrix lusoria.
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