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Abstract

important species, and its antimicrobial defense has been an attractive issue to researchers. The Immunity of M. coruscus is

As one of major artificial breeding marine mollusks in South China, Mytilus coruscus is an economically

related to various immune molecules in plasma, of which antimicrobial peptide is a strong defensin against invasive or
non-invasive bacteria, and is intact to eukaryotic cells, which makes the peptide a candidate molecular for developing new
biological antibiotics. To obtain the expressed sequence tags (ESTs) and full-length sequences of potential functional-genes,
the total RNA of M. coruscus hemocytes was extracted with Trizol reagent, and purified in chromatography with oigo (dT)
cellulose. In gateway technology, a high-quality cDNA library of M. coruscus haemolymphe was constructed with pCMV
sport6 as the vector. A number of clones were randomly-selected, sequenced, and online-analyzed with BLAST. The result
show that among the 28 random clones, four were characterized as rRNA genes, seven were unknown genes (presumably
novel ones), and 17 were functional genes (coded for proteins including dehydrogenases, cytochrome oxidases, heat shock
proteins, metal-binding proteins and actins etc.); some of them are immunity-related. The construction of high-quality
cDNA library of the haemolymphe provided a tool to screen out more immunity-related functional genes and to probe mo-
lecular diversity of immunity-related factors and the immunologic mechanism.

Key words Mytilus coruscus, cDNA library, EST
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