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Fig.1 The amplified profiles of random primer S234 in six populations of S. maindroni
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Tab.1 Analysis of RAPD markers in the six populations of S. maindroni

%) (Ho) (H) Shannon
ZP 119 24 20.16 0.1231 0.1436 —-0.0205 0.1018
YF1 116 20 17.24 0.1046 0.1325 -0.0379 0.0894
YF2 116 19 16.38 0.0983 0.1368 -0.0475 0.0808
YF3 115 19 16.52 0.1035 0.1402 -0.0367 0.0849
YF4 112 17 15.17 0.0904 0.1452 -0.0548 0.0812
YF5 105 14 13.33 0.0825 0.1524 —-0.0699 0.0768
: 3 S )
, , 4 19.38% ;
, 5 4
3), :
Fs& 0.0188—0.2436, ,
: 3
6 , 3.1
(AMOVA) ( 4,
29.34% )

*2 BRESEM 6 NMEHAMBREES( )RR RN 1t 1 5 ( )

Tab.2 Genetic distance (below diagonal) and genetic similarity indices (above diagonal) among the six populations of S. maindroni

ZP YF1 YF2 YF3 YF4 YF5
ZP — 0.8821 0.8449 0.8597 0.8322 0.7757
YF1 0.1179 — 0.9512 0.9371 0.9202 0.8771
YF2 0.1551 0.0488 — 0.9782 0.9364 0.8335
YF3 0.1403 0.0629 0.0218 — 0.9628 0.8646
YF4 0.1678 0.0798 0.0636 0.0382 — 0.8782
YF5 0.2243 0.1229 0.1665 0.1354 0.1218 —

#3 ERTHLEM 6 MEHREEX LA Fr B

Tab.3 Pairwise comparison of Fst value among the six populations of S. maindroni

ZP YF1 YF2 YF3 YF4
YF1 0.1078 — — — —
YF2 0.1058 0.0188 — — —
YF3 0.1152 0.0223 0.0234 — —
YF4 0.1526 0.1036 0.0765 0.0782 —
YF5 0.2436 0.1842 0.1765 0.1554 0.1121

x4 BREHEMW 6 NEERMSFARED
Tab.4 AMOVA of the six populations of S. maindroni

5 5
df 5 114 119 4 94 99
3562.356 15682.258 19244.614 2851.436 13412.189 19244.614
12.5653 30.2029 42.7682 10.3625 43.1075 53.4700

29.34 70.66 100 19.38 80.62 100
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GENETIC DIVERSITY OF SEPIELLA MAINDRONI IN CULTURED AND NATURAL
POPULATIONS

SONG Wei-Wei''2, WANG Chun-Lin*?2

(1. Faculty of Life Science and Biotechnology, Ningbo University, Ningbo, 315211;
2. Key Laboratory of Applied Marine Biotechnology, Ministry of Education, Ningbo, 315211)

Abstract Genetic diversity of six Sepiella maindroni stocks (20 individuals from each stock) was investigated by us-
ing 24 random RAPD primers. A total of 119 RAPD bands ranging from 400bp to 2800bp were recorded with an average of
4.96 bands gained per primer. The mean percentages of polymorphic loci of S. maindroni stocks range from 19 to 24, the
proportion of polymorphic loci is 13.33% to 20.16% and the Shannon index range from 0.0768 to 0.1018. The mean value
of D (heterozygote deficiency of excess) is negative, indicating the overall deficit in heterozygote for the six stocks. The
genetic differentiation index Fst values range from 0.0188 to 0.2436, and the most significantly diversity is between natu-
ral stock and the fifth generations of cultured stock. The results of genetic differentiation and significance analysis show
that the most difference of diversity among the six stocks were from the diversity between the natural stock and cultured
stocks. AMOVA results indicate that the genetic variation among stocks (29.34%) is lower than within (70.66%). If taking
the five cultured stocks as a whole stock, the genetic variation among stocks (19.38%) is lower than within (80.62%).
Therefore, the genetic difference between natural stock and cultured stocks has been obvious, and the diversity within the
generations of cultured stocks tended to decrease especially in the fifth generation.
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