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1.3.2 RAPD 204, 12H], 10 x Buffer
2H], 4 x ANTP( 2. Ommol/ L) 1M, (5 pmol/HI) 1H, DNA( 12 ng/ M) 311,
Taq [ : 10 x Buffer: Tris— HCl 10mmol/ L ( pH = 8. 3), KCl 500mmol/L,
M gCh20mmol/ L, 0. 1% (W/ V), Triton 100 1%( W/ V)]
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1.4.2 (1 1 :
0.080(D ) 0.161
(D ), (D1) 0.746,
(D2)  0.766, (
) (D3) 0.699, Dy Dy D3 D D
Dy D> D3
1
Tab.1 The matrix of genetic distance between G. porracar, G.filidna and G. livida
tl 2 t3 t4 t5 t6 t7 t8 t9
tl 0. 000
t2 0.125 0. 000
t3 0.117 0.248 0. 000
t4 0.143 0.263 0.073 0. 000
t5 0.782 0. 780 0.717 0. 760 0. 000
t6 0.768 0.765 0.720 0. 766 0.111 0. 000
t7 0.755 0.742 0. 685 0.765 0. 061 0. 087 0. 000
8 0.745 0.739 0. 682 0.762 0. 052 0. 121 0. 051 0. 000
t9 0. 765 0. 760 0.778 0.762 0.700 0. 688 0.704 0.702 0. 000

: D= 0.746, D ,= 0.766, D= 0. 699
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RAPD ANALYSIS OF GRATELOUPIA FILICINA AND
SINOYUBIM ORPHA PORRA CEA

WANG Qian, AN Li- jia, YANG Jun, SU Qiao, WANG Hong— wei, KANG Xiao— hui
(De artment of Biologicd Enginering, Dalian University of Tedinology, Dalian, 116012)
( Dalian Medicd University Dandong Brand, Dandong, 118002)

Abstract Randomly amplified polymorphic DNA (RAPD) was used to study Grateloupiafilicina and Sino-
tubimorp ha porracea ( Rhodophyta) , in terms of the molecular systematics. Amplification with 60 random
primers was made under predetermined optimal reaction (samples were first heated a 95 'C for 10 min. , and fol
low ed by 45 cycles of 60 sec. at 94°C, 100 sec. at 36°C, and 160 sec. at 72°C, then held at 72 C for 10min.
after 45 cycles). 21 of the 60 random primers tested were positive, generating a total of 120 prominent amplif
cation produds. The amplified fragments were scored as present ( 1) of absent (0) for each DNA sample and an
index of degree of band sharing (S) was calculated by using Nei and L.i’ s matching coefficient method. The value
of (1= S) was used to evaluate genetic distances between species. The dendrograms were built based on UPG-
MA and Neghbor— Joining analysis of genetic distance matrix data. The result suggests that RAPD is useful in
distinguishing G. filicina from S. porracea and that G. filicina and S. porracea may belong to different gern-
era.
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