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MICROBIOTA OF SHELL-BORING CONCHOCELIS OF PYROPIA YEZOENSIS
DETERMINED BY THE NEXT-GENERATION SEQUENCING

GAI Shan-Shan, ZHANG Wei-Dong
(School of Life Science, Liaoning Normal University, Dalian 116081, China)

Abstract Yellow-spot disease of shell-boring conchocelis of Pyropia yezoensis causes large economic losses to
aquaculture industry. To understand the microbiota of conchocelis, we compared bacterial composition and variation
between healthy and diseased conchocelis using the next-generation sequencing and 16S rRNA gene sequences. A total of
1.6 Gb paired-end reads were generated, which is the first high-throughput dataset of microbial communities of
shell-boring conchocelis. Totally, 7 833 unique OTUs and 18 bacterial phyla were identified. Compared with healthy
samples, the microbial diversities of diseased samples increased more significantly. Both PCoA and UPGMA tree divided
these samples into two distinct (health and disease) groups. Distance within health group was remarkably smaller than that
within disease group. Significant difference in 39 genera was shown between the two groups, of which 29 were more
abundant in healthy samples. This study revealed the microbiota of shell-boring conchocelis at community level, and may
provide valuable information to the detection and prevention of yellow-spot disease in Pyropia yezoensis culture.

Key words Pyropia yezoensis; next-generation sequencing; shell-boring conchocelis; yellow-spot disease;
16S rRNA; microbiota
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