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Fig.2 Horizontal distribution of virioplankton abundance in the Yellow Sea and East China Sea in the spring of 2009 (x10%/mL)
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Fig.5 Vertical distribution of heterotrophic bacteria abundance in the Yellow Sea and East China Sea in the spring of 2009
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Tab.2 Correlation coefficients between virus, heterotrophic bacteria, VBR and environmental parameters of the Yellow Sea and East
China Sea in the spring of 2009

A( )

Vir

VBR Tem Sal Dep
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* P<0.05 ( t ), **P<0.01 ( t ) Vir: ; HB:
VBR: ; Tem: ; Sal: ; Dep:
1) , 2008.
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DISTRIBUTION OF VIRIOPLANKTON, HETEROTROPHIC BACTERIA IN
THE YELLOW SEA AND EAST CHINA SEA
LU Long-Fei',

WANG Min!, LIANG Yan-Tao?>, WANG Fang®, YANG Lin?,

WANG Jian', SUN Hui', WANG Jian*
(1. College of Marine Life Science, Ocean University of China, Qingdao, 266003; 2. Xiamen University, Xiamen, 361005)

Abstract We collected seawater samples in May 2009 from the Yellow Sea and East China Sea (119.5°—129.0°E,
25°—39°N) to determine the abundance distribution of virioplankton and heterotrophic bacteria with flow cytometer, and
studied the correlation between the abundances of virioplankton and heterotrophic bacteria and environmental factors. Re-
sults show that the abundances of virioplankton and heterotrophic bacteria ranged 3.38x10°—2.26x10"/mL (6.24x10%/mL
on average), and 5.83x10°—1.23x10°%mL (1.22x10°/mL on average), respectively. The distribution pattern of virioplankton
abundance was consistent with that of bacteria in horizontal direction and showed high-abundance areas around the coast
of Shandong Peninsula, the southeast coastal region of Zhejiang Province, and the north region of Zhoushan Fishery. And
the viral and bacterial abundances in the Yellow Sea were significantly greater than those in the East China Sea. The
abundances of both virioplankton and heterotrophic bacteria decreased significantly with depth in East China Sea and that
in the surface layer were significantly different from that of layers below 30m (P<0.05). The vertical distribution trend of
abundances in the Yellow Sea was not obvious. In the investigated regions, the virioplankton abundance was significant
positive correlation with heterotrophic bacteria (r = 0.288, P<0.01), and negative with the temperature (r = —0.243,
P<0.05). The bacterial abundance showed negative correlation with the salinity (r = —0.245, P<0.05).

Key words East China Sea; Yellow Sea; virioplankton; heterotrophic bacteria; flow cytometer



