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, 20 , 37 ,E-ACA/M-CAA , 22
, E-AGG/M-CAC,
1.2 AFLP 34.62%, E-ACA/M-CTT, 19.23%
K DNA,
EcoR Mse , Qi ®1 BKIEES 103 AFLP 3IAET BER
(1997) Tab.1 Amplified bands of C. lucidus by 10 AFLP primer sets
AFLP Vos  (1995) o
| 10 . E-ACA/M-CAC E-ACA/M-CAC 37 12 32.43
E-AGG/M-CAC 26 9 34.62
E-AGG/M-CAC E-ACA/M-CTT E-ACT/M-CTC E-ACAIM-CTT 28 . 16.23
E-ACT/M-CAG E-AAC/M-CAT E-AAC/M-CAA E-ACT/M-CTC 24 6 25.00
E-ACA/M-CAA E-ACC/M-CAT E-AAC/M-CTT E-ACT/M-CAG 30 7 2333
6% E-AAC/M-CAT 26 7 26.92
, 2000V , E-AAC/M-CAA 29 8 27.59
E-ACA/M-CAA 22 6 27.27
1.3 E-ACC/M-CAT 29 6 20.69
AFLP 1 0 E-AAC/M-CTT 23 6 26.09
, AFLP 0 1 272 72 26.47
Popgenel.32(Yeh et al, 1997) :
: Nei’s Shannon 8 Nei’s
Nei (D) Arlequin3.1(Excoffier Shannon
et al, 1992) (AMOVA), ( 2 ,
(Fs) MEGA3.0
(Kumar et al, 2004) UPGMA 2.2
8 0.9318—
2 0.9892, 0.0109—0.0706( 3)
2.1 , 0.9892,
10 AFLP 8 : 0.0109;
160 272 ( , 0.9318, , 0.0706
300—700bp ), 2.3
27.2 72 (AMOVA) , 8
26.47%, (D , 47.91%,
: E-ACA/M-CAC , 52.09% (Fsp)
F2 BKIGES 8 NEARIEE D HIEIRE
Tab.2 Genetic diversities of 8 C. lucidus populations
(%) Nei’s (H) Shannon 0]
41 15.07 0.0514+0.1304 0.0778+0.1929
35 12.87 0.0399+0.1174 0.0606+0.1727
36 13.24 0.040620.1165 0.0622+0.1723
32 11.76 0.0368+0.1116 0.0563+0.1656
33 12.13 0.0380+0.1173 0.0574+0.1707
24 8.82 0.0291+0.1072 0.0430+0.1541
32 11.76 0.0345+0.1052 0.0537+0.1581
33 12.13 0.0383+0.1100 0.0592+0.1660
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*3 WKIGEE 8 MEHRMIEEHEME( VFNIE 15 BEES ( )
Tab.3 Genetic similarities (above diagonal) and genetic distances (below diagonal) among 8 C. lucidus populations
— 0.9477 0.9504 0.9547 0.9336 0.9496 0.9318 0.9387
0.0538 — 0.9605 0.9515 0.9374 0.949 0.9393 0.9446
0.0508 0.0403 — 0.9804 0.9596 0.9706 0.955 0.9656
0.0463 0.0497 0.0198 — 0.9537 0.9827 0.9528 0.9497
0.0687 0.0646 0.0413 0.0474 — 0.9538 0.9833 0.979
0.0518 0.0523 0.0298 0.0174 0.0473 — 0.959 0.9566
0.0706 0.0627 0.046 0.0484 0.0168 0.0418 — 0.9892
0.0633 0.0569 0.035 0.0516 0.0212 0.0444 0.0109 —
0.1151—0.5995, 0.5995 ( , 2002) (
, 0.1151 , , 2005) ( , 2006)
(P<0.05)( 4)
AFLP 8 , (
UPGMA (1 8 2004) , , 1
( )i :
( ); : ,
) ( , 1991),
3
3.1
) ( , 2006)
(Richards 3.2
et al, 1996) , 8
8.82%—15.07% Nei’s 0.0109—0.0706,
0.0291—0.0514 ,
AFLP ( 5 , , 0.0109;
F4 FRKIGEEL 8 BREBEME S LR
Tab.4 Genetic divergence indexes among 8 C. lucidus populations
0.4815"
0.4457" 0.4595"
0.4533" 0.5349" 0.2739"
0.5872" 0.5964" 0.4594" 0.5204"
0.5308" 0.5661" 0.4271" 0.3440" 0.5995"
0.5488" 0.5539" 0.4580" 0.4976" 0.2839" 0.5161"
0.5140" 0.5138" 0.3700" 0.4952" 0.3107" 0.5126" 0.1151"

* P<0.05
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R 0.0174,
& 0.0198 ,
BR (0.0473) 8
e
B AMOVA ,
N 47.91% :
{ BN 0.1151—0.5995, (P<
&R 0.05) ,
f } f f f i 3 ,
0.025 0.020 0.015 0.010 0.005 0.000
1 8 UPGMA
Fig.1 Genetic relationship of 8 C. lucidus populations by ’
UPGMA
x5 JLMBaEMREESEILE
Tab.5 Comparison of genetic parameters among some fish
(%) Nei’s (H)
Collichthys lucidus 8.82—15.07 0.0291—0.0514
Pseudosciaena crocea 69.20—76.60 , 2002
Pseudosciaena crocea 55.80 , 2005
Nibea albiflora 51.70—51.99 0.0996—0.1022 , 2006
Paralichthys olivaceus 40.07—46.18 , 2004
Scleropages formosus 12.70—15.60 Yue et al, 2004
Lutjanus argentimaculatus 41.89—57.14 , 2004
Verasper moseri 15.60—29.14 0.0658—0.1225 , 2008
fifilctalurus punctatus 28.52—41.06 , 2008
) , 9(3): 198—202
) , , , 2007.
, 25(4): 40—51
' , , , 1963.
) , : , 70—
( , 1991; , 2007); 73
, ( , : , 2005. AFLP
) , 29(4): 413—416
, , 1990.
' . , 17(6): 170—174
, , 1991.
) , 13(1): 6—10
, , , 2009. (Octopus ocellatus)
, AFLP , 40(6):
803—807
' , , , 2004.
! . , 34(5): 816—820
, , 2004. AFLP
, 23(5): 50—55
, , , 2008. , , , 2007.
AFLP , 32(3): 321—327 , 28(6): 3—5

, 2002. AFLP

, 2006.
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, 2006.
,28(2): 111—118
, 2006.
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GENETIC STRUCTURE OF COLLICHTHYS LUCIDUS POPULATIONS FROM CHINA
COASTAL AREAS BY AFLP ANALYSIS

ZHENG De-Feng', ZHAO lJin-Liang', ZHOU Wen-Yu?, YAN Jun-Cong*

(1. Key Laboratory of Aquatic Genetic Resources and Utilization Ministry of Agriculture, Shanghai Ocean University,
Shanghai, 201306; 2. Shanghai Fisheries Research Institute, Shanghai, 200433)

Abstract The genetic structure of Collichthys lucidus populations from eight China coastal areas (Rongcheng, Nan-
tong, Qidong, Luchaogang, Ruian, Wenzhou, Fuzhou and Panyu) was analyzed by amplified fragment length polymor-
phism (AFLP) technique. A total of 272 loci were generated with 10 primer combinations in 160 individuals of the eight
populations, of which 72 (26.47%) were polymorphic loci. The results showed the genetic diversity of C. lucidus was rela-
tively low, the proportion of polymorphic loci and Nei's genetic diversity index for eight populations were 8.82%—15.07%
and 0.0291—0.0514, respectively. AMOVA showed the variance of intra-populations (52.09%) was similar to that of in-
ter-populations (47.91%), and there were significant differences among inter-populations and intra-populations. The ge-
netic divergence index F values among eight populations were in the range of 0.1151—0.5995 (P<0.05), significant dif-
ferentiation existed among different populations. UPGMA dendrogram showed that Rongcheng and Nantong populations
formed the first clade, Qidong, Luchaogang and Ruian populations formed the second clade, and Wenzhou, Fuzhou and
Panyu populations formed the third clade. Though south-north divergence was observed among the C. lucidus populations,
there was no distinct boundary for these clades because of gene exchanges.

Key words Collichthys lucidus, Population, Genetic structure, Amplified fragment length polymorphism (AFLP)



