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Tab.1 Results of the recurrent infection experiments
(d)
(CFU/ml)  (ml) 1 2 3 4 5 6 7 8 9 (%)
15 2.1x10* 0.5 1 6 2 0 4 1 1 0 0 15 100
15 3.2x10° * 1 0 0 2 1 5 3 2 0 14 93.3
15 2.3x10* 0.5 2 1 4 3 4 1 0 0 0 15 100
15 2.6x10° * 0 0 3 1 3 3 2 1 0 13 86.7
15 — 0.5 0 0 1 0 0 0 1 0 0 2 13.3
15 — * 0 0 0 0 0 1 0 0 0 1 6.7
15 — — 0 0 0 0 0 0 0 0 0 0 0
1 HN090816-1, 2 HN090816-2, * 30min
£ 2 2 ¥RHEIKE A API 20 strep LR &
Tab.2  API 20 strep biochemical identification of two strains of Streptococcus
/
HN090816-1 HN090816-2
VP 3- + +
HIP + +
ESC B-
PYRA -2-
o-GAL 6-2- a- a-
B-GUR AS-B1p-D- B-
B-GAL 2- -p-D- B-
PAL 2- - + +
LAP L- -2- + +
ADH + +
RIB + +
ARA L-
MAN
SOR
LAC
TRE + +
INU ( )
RAF
AMD + +
GLYG
. ceyns e
24
2 48
3
( )
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Tab.3 Names, types of discs and antimicrobial sensitivity of pathogenic Streptococcus agalactiae
(mm) (mm)
(g ) 1N090816-1 HN090816-2 (g ) HN090816-1 HN090816-2
1 30 0 0 R 25 30 22 30 HS
2 30 36 50 HS 26 5 17 16 S
3 30 30 32 HS 27 10 24 26 HS
4 100 8 16 S 28 10 16 18 S
5 10 18 18 S 29 30 0 0 R
6 G 10 26 35 HS 30 75/75 30 35 HS
7 23.7/1.2 0 0 R 31 30 25 28 HS
8 30 20 28 S 32 15 24 26 HS
9 10 32 36 HS 33 15 26 30 HS
10 30 26 30 HS 34 30 0 0 R
11 30 30 30 HS 35 30 24 32 HS
12 30 26 34 HS 36 10 25 34 HS
13 30 16 18 S 37 5 16 20 S
14 300 0 0 R 38 30 32 32 HS
15 30 20 24 S 39 B 30 0 0 R
16 15 24 26 HS 40 30 30 30 HS
17 30 0 0 R 41 10 0 0 R
18 30 32 25 HS 42 5 26 26 HS
19 30 32 35 HS 43 30 25 28 HS
20 10 0 11 — 44 75 30 36 HS
21 30 0 0 45 5 24 25 HS
22 10 0 0 R 46 100 24 30 HS
23 5 16 20 S 47 30 24 30 HS
24 15 23 24 HS 48 10 0 0 R
. ey eeg <R’
16S rRNA 100%
16S rRNA GenBank 16S rRNA
16S rRNA 2
, 16S rRNA
( , 2008; , 2008) 16S rRNA ,
) )
( , 2008; Mian et al, 2009) ,
HNO090816-1 HNO090816-2 (Creeper et al, 2006)
16S rRNA 16S rRNA
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ISOLATION, IDENTIFICATION AND DRUG SENSITIVITY TEST OF PATHOGENIC
STREPTOCOCCUS FROM TILAPIAS OREOCHROMIS NILOTICUS
CULTURED IN HAINAN

ZHU Jing-Lin, YANG Hong, ZOU Zhi-Ying, LI Da-Yu, XIAO Wei

(Key Laboratory of Genetic Breeding and Aquaculture Biology of Freshwater Fishes, Ministry of Agriculture, Freshwater Fisheries
Research Center, Chinese Academy of Fishery Sciences, Wuxi, 214081)

Abstract Two strains of bacteria, HN090816-1 and HN090816-2, were isolated from diseased tilapia Oreochromis
niloticus cultured in Hainan, and were confirmed to be pathogenic by recurrent infections. They were identified as Strep-
tococcus in regular physiological and biochemical analyses. With the API 20 strep technique, they were recognized as
Streptococcus agalaciate, which were of 99.9% homology to S. agalaciate. In order for further confirmation on the mo-
lecular level, 16S rRNA gene were sequenced, their sequence accession number in GenBank being GU363869 and
GU363870 respectively. Sequences analysis of 16S rRNA gene showed that they were very similar to other Streptococcus,
and their nucleotide homology were between 96.5% and 100%. The nucleotide homology of 16S rRNA gene between the
two isolates were 100%. Phylogenetic tree of Streptococcus based on 16S rRNA gene showed that strains HN090816-1 and
HNO090816-2 clustered together with S. agalaciate. Therefore, strains HN090816-1 and HN090816-2 were identified as S.
agalaciate. Their sensitivities to 48 kinds of antimicrobial drugs were determined. The result showed that the two isolates
were both highly sensitive to 27 antibiotics, such as Cephalosporin Drugs, amoxicillin and doxycycline, and were both
resistant to 11 antibiotics, such as cotrimoxazole and kanamycin; while they showed different sensitivity to gentamicin.

Key words Tilapia Oreochromis niloticus, Streptococcus agalaciate, 16S rRNA, Drug sensitivity test



