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Tab.1 Sequence and its repeats of five microsatellite marker primers used in this study, and specific annealing temperature of PCR
amplification
(5'—3") ()
F: GTTAGCCCCCTCCTCACTCT
PRLI R: ACCTTGCTCGTCACACCTG TG 538
F: TCGTGTCTTGTGGGGAAACC
PRL2 R: TGAATGGATGCAACAGGATG CA 605
F: CTTAACATTTTCCACCTTCACG
PRL3 R: CTTGCCTCCATTTTATAGTTCCTT cA 653
F: ATGCTAGCA AACATCAAAGGTC
IGF R: GATATGCTGATGATGCACAGAGTC ATCT 67.0
ISP F: TGAGCTGAGCAGATGGAGCAGAAG CA 62.5

R: ATGAACAGCCCTGTGAAGAGAGG
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Fig.1 The partial electrophoresis results of five microsatellite primers in six tilapias species
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Tab.2 Mean indices of genetic diversity of five microsatellite locus in six tilapias species

(n=24) (n=24) (n23) (n=21) (n23) (n=21)
N, 1.812 3211 3.235 1.867 2.747 1.370
H. 0.331 0.667 0.684 0.430 0.576 0.215
PIC 0.326 0.692 0.676 0.366 0.619 0.210
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Tab.3 The Nei’s standard genetic distances among six tilapias species
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COMPARISON ON GENETIC DIVERSITY BETWEEN SAROTHERODON
MELANOTHERON AND OTHER FIVE TILAPIAS SPECIES

LI Xue-Jun"?, LIAi-Jing', LI Si-Fa?, CAI Wan-Qi’
(1. College of Life Science, Henan Normal University, Xinxiang, 453007, 2. The Key Laboratory of Aquatic Genetic Resources and
Aquacultural Ecology Certificated by the Ministry of Agriculture, Shanghai Ocean University, Shanghai, 201306)

Abstract Five microsatellite primers were designed for six tilapia species based on the sequence of related gene of
known tilapia for PCR amplification and genetic diversity, including blackchin, Nile tilapia, Israel red tilapia, Taiwan red
tilapia, blue tilapia and Zilii tilapia. The results indicate that: (1) 22 alleles and 49 genotypes were found in five microsa-
tellite locus of all tilapias. Blackchin tilapia, Taiwan red tilapia and Zilii tilapia have less alleles and genotypes. Specific
alleles of blackchin tilapia are 190 and 204, and its specific genotypes are 190/190, 204/204, 270/223 and 270/243, respec-
tively; (2) compared with other five tilapias, blackchin tilapia has lower effective number of alleles (N.), mean gene het-
erozygosity (H.), and polymorphism information content (PIC), which is 1.812, 0.331 and 0.326, respectively; (3) In ge-
netic distance, the six species can be divided into two groups: blackchin tilapia and other five tilapias; (4) inbreeding is
considered the primary issue for the genetic resources conservation.
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