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Tab 1 The colony chamacteristics of solates
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Tab. 2 Results of physblogical and b bchem ical chamcteristics
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- 1% 1508 g S
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+
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NFECT ION AND CHARACTERIZATION OF VIBRIO QINH UANGDAORA
SP. NOV ISOLATED FROM FLOUNDER PARALICHTH YS OLIVACEUS L

CHEN Cui#Zhen 7ZHANG X no-Jun FANG Haj JN XiaoM n WANG X i+Y un
(Doarment of Animal Scievce H ebeiN om al Uniwversity of S cience and T echnology, (Qinhuangdao, 066600)

Abstract Continuous h gh-leve Im ortalities occurred n cu lured fbunder of a fam in Q mhuangdaq H ebei
Province Exam inatbn of naturally diseased fish had indicated a range of symptan s nclhiding poor orno appe-
tic sbwly sv mming and often floatng onto the water surface Pathological exam inatbns of 17 moribund
and dead fish displayed haenorrhages on the opercula mouth and fns rot ofmuscles fran head to dorsalfn
and anus extrusion. Internally, there were svelling of the liver gallbladder kidney and spleen haemorrha
ging n the liver kidney and mntestnalwally ascitic fud in the peritoneum. Themam objective of this study
was to exan ne nfectbn isolate and dentify the pathogenic bacteria and clarify the pathogenicity so as to
provide firther nfomation for exam natbn and control infectious diseases of flounder

Prelin mary dentification based on mowphological physblogical and b bchem ical characterstics and the
mo% G+ C ratb of he DNA for representative stans showed that the isolates belonged to species of Vibrio.
In add ition, molecular dentificatbn of analysis of the nucleotide sequence of the 16S 1IRNA genew as condue
ted molecular phybgenetic trees were constructed Themorphological characteristics of 12 sirains( num bered
asHQO010712-1 10 HQ 010712-12) were consistent G ran—negative, rod shaped w ith rounded ends to coccoid
slghtly curved (Q 5—1 2)Hm X (Q 5—2 2) Pm n size occur singly n pais or irregu larly short chaing
no-endospores electron m icrographs revealed a single polar flagellm. The 16S RNA of representative stran
(HQO10712-1) were sequenced the length of the 16S IRNA gene sequence is 1431bp accession utrmbers n
NCBI isAY 863432

Infection trials of healthy flounder using selected representative strains revealed that all nfected groups
experienced morbidities and mortalities regardless of the site of injection and nfected fbunderman ifested a
septicaem ia and clnical disease as in the naturally infected fsh In addition, the representative stran
(HQO10712-1) was confimed by China Center for Type Culture Collecton (CCTCC), which the results con-
sistentw ith ours and were regarded as new species of Vibrio, which were designated as Vibrio ¢ nhuangdaora
sp nov based on its biobgical properties follow ng “Rules of Internat bnal Code of Nam enc lature of Bacteria”.
Key words  FlounderParalich hys olivaceus L., Bacterial septicaem ig Pathogenic bacteria Phylogenetic
analysg 16S RNA



