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Fig. 1 The electophoresis pattems of RAPD by using primers OPF— 04 and OPF- 9
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Fig. 2 The dendrogran based on the genetic distance matrices with UPGMA (a) and N- J (b)
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Tab.1 The smilarty matrix of random amplified polymorphic DNA shared among seven samples
tl 12 13 4 t5 16 7
tl 1. 000
2 0. 466 1.000
3 0. 463 0.743 1. 000
4 0. 459 0.484 0.520 1. 000
5 0.390 0.436 0.415 0.417 1. 000
6 0.332 0.408 0.44 0.388 0. 7% 1. 000
7 0. 223 0.260 0. 267 0. 144 0.313 0. 306 1.000
;L 12, L3 s td. 5 5. ; 16, A7
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APPLICATION OF RAPD IN ULVA AND ENTEROMORPHA
(CHLOROPHYTA)

YANG Jun, AN Li- jia, WANG Qian, WANG Hong— wei, SU Qiao, KANG Xiao— hui
( Dpartment ¢ Bioengineering, Dalian Unversity f Tednology, Ddlian, 116012)
“( Ddlian Medical College Dandong Branch, Dandong, 118002)

Abstract To study the classification of Uwva and Enteromop ha at molecular level, genetic variation in Ulva lac-
tuca, U. pertusa, U. conglobata, Enteromomha linza, E. intestinalis, E. tubulosa and Cladophora sp., (ob-
tained from Shi Miao, Dalian in 1997), was detected by using Random Amplified Polymorphic DNA (RAPD) mark
ers. Amplifications with 32 primers under predetemined optional condiions (samples were first at 96 'C for 10 minutes
and followed by 45 cycles of 60 seconds at 94°C, 80 seconds at 36°C and 140 seconds at 72°C, and then held at
72 °C for 10 minutes) generated a total of 237 prominent amplification products. The amplified fragments were scored
as present (1) or absent (0) for each sample and the similarity value (S) was calculated by using Nei and Li s
matching coefficient method. The value of D (D= 1- S) was used to evaluate genetic distances between species.
The dendrograms were buik with methods of UPGMA and Neighbor— Joining on the basis of genetic distances by using
PHYLIP sofiware. The results from the two cluster analysis methods were similar in general. And Enteromompha linca
was fist custered with Ulva, not with Enteromoip ha, which was shown by the two phylogenetic trees. It suggests that
random amplified polymorphic DNA ( RAPD) markers is useful in discriminating Ulva and Enteromorpha, and that the
relationship between E. lira and Uba is much clese.
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