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The research progress on the microbial diversity of seamounts
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Abstract: Because of the continuous discovery of deep seamounts, people are paying more attention to the study of
seamount microbes. The active volcanic region of seamounts can provide a wide range of living environments for many
special microorganisms, and therefore, currently, it has become a research hotspot. However, based on the existing re-
ports, our understanding of seamount microorganisms is still very poor. Here the research progress on the types of deep
seamount (particularly the Western pacific seamounts) and their microbial groups (including the indicator microbial
groups of the iron and sulfur element cycle) were reviewed. The results of these investigations showed that there are
more diverse environments and special microbial groups based on the analysis methods of SSU rDNA sequencing,
T-RFLP, and phylogenetic comparison. Zeta ({)- and/or epsilon (g)- proteobacteria are the most common groups in these
deep seamount areas with an active volcano in the Western Pacific. This research can be of great guiding significance for

further research on geological forming and microbial habitat groups of other deep seamounts.
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