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0-5e, 0.5 1000 mL, 55C 255, 72°C 1 min, 30 ., 72C 10 min
18.0g, pH 1% PCR ,
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Fig. 1 Staining characteristics of microbial colonies dem-
, onstrated using Congo Red. A: strain H; B: strain F
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(D s 32868 PCR ( 2),
1043, H PCR 1.5kb
; ; >% . 16SrDNA
’ ’ ’ , 1431 bp , GenBank
DNS ’ 3 16S rDNA Blast ,
£1 FREHTHELBER 9% F o PCR
Tab.1 Different conditions in Ulva prolifera fermentation test 1308 bp, GenBank
(%, VIV) (C) /b pH (Aspergillus) ,
1 0 22 12 5.0 10 , mega4.1 , 3
2 2 26 24 >-6 , Aspergillaceae. Aspergillus
3 4 30 36 6.2
4 6 34 48 6.8
5 8 38 60 7.4
6 10 42 72 8.0
7 12 48 84 8.6
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, 2 , 2 H 16S rDNA PCR F 18S
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F H Fig. 2 Electrophoretogram of the amplification products of

( ): 16S rDNA from strain H and 18S rDNA from strain F
1.0 em+0.2 cm, F 1.3 cm+ M: DNA Marker; 1: H PCR  ;2:F PCR
0.2 cm H ,F M: DNA marker; 1: strain H PCR product; 2: strain F PCR product
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Abstract: Ulva prolifera has been the dominant species in the huge annual biomass accumulation during
green algae bloom in Yellow Sea since 2007. This species can be used for energy utilization by
fermentation under certain conditions. In this study, we identified a highly efficient cellulose-decomposing
microorganism by screening the rotten algae and employed it as a raw material to manufacture bioethanol.
We studied its cellulose activity and the ability to decompose U.prolifera atdifferent reaction temperatures,
times. pH, and dosages of crude enzyme. We identified the strain with highest efficiency in
cellulose-decomposition using Congo red staining method and ITSand termed it as the F strain
(34.79U/mL). We also found that the optimum conditions for the fermentation of U. prolifera were as
follows: crude enzyme, 6%; treating temperature, 38°C; treating time, 60 h; and pH, 6.8. Under these

optimum conditions bioethanol yield of up to 28.98g/Lwas achieved.
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