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lite from Scylla paramamosain (mud crab) genome

SONG Zhong-kui'?, NIE Zhen-ping', WANG Fang-yu®

(1. Guangxi Key Laboratory for Marine Biotechnology, Guangxi Institute of Oceanology, Beihai 536000,
China; 2. Department of Chemistry and Biology, Qinzhou University, Qinzhou 535000, China; 3. Department
of Life Science, Hengyang Normal University, Hengyang 421008, China)

Received: Nov.,6,2012
Key words: FIASCO Fast Isolation by AFLP Sequences Containing repeats technique; magnetic enrichment; Scylla parama-
mosain; microsatellite

Abstract: Genomic library of Scylla paramamosain (mud crab) was first constructed by FIASCO (Fast Isolation by
AFLP Sequences Containing repeats) technique and then was hybridized to (CA);s biotin-labeled probe. The mag-
netic bead enrichment method was employed to capture the target fragments for microsatellite DNA enrichment
library. A total of 194 positive bacterial colonies were sequenced, among of which 150 sequences were investigated.
As a result, dinucleotide repeat preponderated over 90%, whose repeat copy more than 30 times accounted for
27.54%. 189 microsatellite sites were found, containing 146 perfect type, 28 imperfect type, and 15 compound type.
The polymorphisms of 125 primer pairs were estimated through amplifying a solo wild population of Scylla pa-
ramamosain (containing 20 individuals). 19 loci showed stable amplification, whose products conformed to theory
size basically. Genetic varaiability analysis suggested 17 highly polymorphic loci. 16 loci were deviated from
Hardy-Weinberg equilibrium significantly (P<0.05). Significant linkage disequilibrium was found in four pairwise
loci (P<0.0026, corrected by Bonferroni method) while null alleles were detected at seven loci. Regardless of the
loci of microsatellite mixture (containing two microsatellite sites or over) plus some loci with PIC value lower than

0.5, 13 primer pairs proved to be useful for the population genetic analysis.
(R4 TKIZF)
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