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Fig.3 PCR analysis of Group 1 transformed U. pinnatifida gametophytes genomic DNA with p1/ p3 primers
1-12: DNA; 13. PCR ; 14, DNA; 15. ; M.DL2000 DNA marker
1-12. transformed U. pinnatifida gametophytes clones; 13: blank control; 14. untransformed U. pinnatifida gametophytes; 15. plasmid; M. DL2000 DNA marker
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Fig. 4 PCR analysis of Group 2 transformed U. pinnatifida gametophytes genomic DNA with p1/ p3 primers
1-10. DNA; 11. DNA; 12. PCR 5 13, ; M.DL2000 DNA marker

1-10. transformed U. pinnatifida gametophytes clones; 11.untransformed U. pinnatifida gametophytes; 12. blank control; 13. plasmid; M.
DL2000 DNA marker
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Abstract: Undaria pinnatifida gametophytes were cultured in a 2.5 L airlift photobioreactor, and were transformed
with phosphiothrici resistance gene (bar) by particle bombardment. After phosphiothrici screening, resistance
colonies appeared. PCR and PCR Southern blotting results showed that bar gene had integrated into the genome of
60% of the U. pinnatifida gametophytes and could be a suitable selective marker for U. pinnatifida gametophyte
genetic engineering.

(R %48 ikik)

Marine Sciences / Vol. 36, No. 1 /2012 9



