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*1 RSN EME. ECHRBRUSKE

Tab.1 Enzyme systems, E.C.code and Numbers of loci of

P.crocea populations

0.0636 0.0677( 3)

R2 ANKEEHAHEMERME
Tab. 2 Allele frequencies in 4 P.crocea populations

MDH E.C.1.1.1.37 2
LDH E.C.1.1.1.27 2
ME E.C.1.1.1.40 4
SOD E.C.1.15.1.1 2 Ldh-1 A 1 1 1 1
EST ~ EC3.LLI 3 Ldh-2 A 0.5 0.5 0.5 0.5
SDH E.C.1.1.1.14 1 B 0.5 05 05 05
ADH EC.LLLI1 1 Sod.1 A . | . |
AAT  EC2.6.1.1 ! Sod2 A 0.5 0.5 0.5 0.5
B 0.5 0.5 0.5 0.5
2 %%5 ﬁ*ﬁ Adh-1 A 1 1 1 1
Sdh-1 A 1 1 1 1
21 4 /l\kg:ﬁ%'ﬁi%iﬁ%g *%‘fi Mdh-1 A 1 1 1 1
4 4 Mdh-2 A 1 1 1 1
8 16 , 3 Me-1 A 1 1 1 1
(Poso), Ldh-2 Sod-2 Est2 Me2 A : ! : !
13, Ldh-1 Sod-1 Adh-1 Sdh-1 Mes A 1 1 1 1
Me-4 A 1 1 1 1
Mdh-1 Mdh-2 Me-1 Me-2 Me-3 Me-4 Aat-1 Adt.1 A I 1 ! !
Est-1 Est-3 Estl1 A 1 1 1 1
4 Est-2 A 1 1 0.9667 1
1.1250 1.1293, 12.50% B 1 1 0.0333 1
18.75%, 0.1250, Est-3 A 1 1 1 1
R3 ANKEEHKREEZHESH
Tab. 3 Indices of genetic diversity of the 4 populations of P.crocea by allozyme
(Ae) 1.1250 1.1250 1.1293 1.1250
(Po. 99 ,%) 12.50 12.50 18.75 12.50
(Ho) 0.1250 0.1250 0.1250 0.1250
(He) 0.0636 0.0636 0.0677 0.0636
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Tab. 4 Genetic distance between the 4 populations of
P.crocea
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Abstract: Genetic structures of wild and cultivated populations of Pseudosciaena crocea were investigated using
the assay of vertical slab polyacrylamide gel electrophoresis. The results showed that the mean effective number of
alleles per locus (Ae) ranged from 1.1250 to 1.1293, the percentage of polymorphic loci (P ) ranged from 12.50 % to
18.75 %, the observed heterozygosity (Ho) was 0.1250, and the expected heterozygosities (He) ranged from 0.0636
to 0.0677. The genetic differentiation among P. crocea populations was low. Genetic distance a among populations
ranged from 0.0000 to 0.0001, genetic differentiaion index (Fy) among populations was 0.0004, and gene flow was
high (Nm =609.6667).
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