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Fig. 1 Electrophoretic patterns of RAPD markers amplified
from Verasper variegatus (left) and Verasper moseri
(right) cultured stocks
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Tab.1 Sequences and amplified results of RAPD random primers from cultured stocks of V.

variegatus and V., moseri
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GIEZF Y I 7Y

B(EO KO (O L4C )

S1 GTTTCGCTCC 12 2 2 S156  GGTGACTGTG 11 0 3
S27 GAAACGGGTG 13 1 5 S165 TGTTCCACGG 10 3 2
S69 CTCACCGTCC 11 0 3 S171 ACATGCCGTG 4 0 0
S77 TTCCCCCCAG 18 3 2 S172 AGAGGGCACA 13 5 1
S85 CTGAGACGGA 15 3 5 S173 CTGGGGCTGA 10 2 0
S89 CTGACGTCAC 14 2 1 S187 TCCGATGCTG 16 7 4
S90 AGGGCCGTCT 13 1 1 S189 TCCTGGTCCC 10 2 1
S94 GGATGAGACC 7 1 1 S192 CTGGGTGAGT 9 2 0
S133  GGCTGCAGAA 10 0 2 S196 AGGGGGTTCC 6 0 0
S134 TGCTGCAGGT 10 2 0 S199 GAGTCAGCAG 6 0 0
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Tab.2 The number of RAPD band and genetic diversity for cultured stocks of V. variegatus and V. moseri
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Study on genetic diversities in Verasper variegatus and Verasper
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Abstract: The RAPD molecular technology was used to analyze the genetic diversities of cultured stocks of
spotted halibut, Verasper variegatus and barfin flounder, Verasper moseri. Out of 78, 20 arbitrary oligo-
nucleotide primers were screened and for PCR amplification for stock genetics analysis. Total 218 bands
were amplified, 185 in spotted halibut and 183 in barfin flounder, most ranging from 250 to 1 500 bp. The
percentage values of polymorphic bands of these two stocks were 56. 76 % and 64.48% , and their Nei's ge-
netic diversity values were 0. 232 2 and 0. 278 1, respectively. Their Shannon indexes were 0. 339 1 and
0.398 9, respectively. Nei’ s genetic identity and genetic distance between these two Verasper cultured

stocks were 0. 672 0 and 0. 397 5, respectively.
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