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Fig.2 SDS PAGE and Western blot of recombinant protein
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Fig.3 The expression of recombinant protein under differ

ent inducing conditions
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Abstract: Qingdao amphioxus myosin heavy chain gene fragment was subcloned into plasmid pET-30a to
construct a His tagged recombinant plasmid pET- mhe. T hen the pET- mhe was transformed into Escherichia
colt BL21 to express the recombinant protein when the [IPTG was presented in the culture medium. The fusion
protein was expressed and confirmed about 30 ku by SDS PAGE and Western blot. The concentration of the
IPTG and the length of inducing time often affected the protein expression level, so they were optimized. It
was found that the protein can be expressed at high level after being induced by 0.2 mmol/ L IPT G for 1 h.
The recombinant protein was proved to be soluble through the solubility testing experiment.
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