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20 mmol/L EDTA pH8.0;20g/L CTAB ;19 L PVPP
1.3 18SrDNA

50 ng DNA 18S rDNA
PCR 50 L 0.25pL Ex
Tag DNA (5 UL, ) ,ANTP
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2
2.1
18SF 27 ,
> 60 % 18SR
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, 21 kb ( 1) 18SIDNA
(2 150 ng PCR 50 ng
. 200 10
, 743 bp,
16
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1 DNA
Fg.1 Totd DNA extracted from marine plankton
mixture
M :DNA ;1: DNA

M :DNA marker A DNA/ EcoR) ;1: totd DNA extracted
M 1

800
700

2 PCR 18SrDNA
Fig.2 PCR amplified 18S ribooma RNA gene
fragments from the tota DNA of marine
plankton mixture
M : DNA ;1: PCR
M :100 bp DNA ladder ;1: amplification product
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: ( 3
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TJZ02,TJZ05,TIZ06,

Thal assi osi ra concavi uscul a

Thalassiosira cur-

TIZ 10
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—_——
0.01
3 18S RNA
Fg.3 Neghbor-joining tree constructed usng 18S ribosoma RNA gene sequences
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Amplification and diverdity analysis  Thalassiosirales 18S RNA
gene fragments
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Abgract : two order Thalassosrales gecific primers were desgned with their coverage and gedficities deter-
mined based on the sequences available in GenBank and tested through selective amplification of 18S ribosoma RNA
gene (rDNA)fragments of the microdgae in Thaassosraesfrom totad DNA of seawater plankton. From the library
ocontaining al possble rDNA variants of microdgee in Thaassosraes, 10 cones were randomly sdected and s
quenced. Of them, sequencesof TJZ02, TJZ05, TJZ06 and TJZ10 areidenticd to that of Thal assicsi ra concavi uscu-
la. All the sequences obtained bdong to genus Thal assicsira.
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