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DNA (100 ng) 40dL 5 SAMRA ( Si1,
EcoR Mse 1.5h, 100 L S13,S14 ,22 ,224 2),
( 50 pmol EcoR 50 pmol Mse PA GE , 100
1U TsDNA 10 mmol/L ATP 1pL) , uL 4 ,100 15 min,
37 3h,65 20 min, - 20 5uL , SAMPL PCR
1.2.2 SAMPL ,  UNIQ5 PCR
5L , 20U L PCR , PMD18 T
, 1, 94 2 min,25 ( ); 16 1h 4 ,
94 30s,56 30s,72 45s 0.8% JM109, , -
, b5HML PCR 95U L ,Pharmacia EasyPrep Kit ,
TE PCR EcoR Hind PCR ,
EcoR + ANN ABI PRISM 377XL DNA
SAMPL ( 1),
Touch-down ,94 2 min, 94 30 s, 2
65 30s,72 45s, SAMPL (811,813,514, 322,
0.7 12 56 23 , 4) 161,157,147 ,152,298 bp
72 5 min PCR S11,S13,S14 ,22 ( Genebank
(98 % 10 mmol/L EDTA pH CC325081 ,CC326084 ,CC326085 ,CC326086 ,
8.0,0.25% 0.25% FF) ,6% 1) AFLP SAM-
PAGE (7 mol/L 100 mL 500 P ,S13 22 ; 24 ( Gene
ML 10%APS 100uL TEMED), 1x  TBEBufer bpank A Y389512, 1)
(BioRad , 38 cm x 50 cm) , AFLP , (AQ
60 W ,4 h
1.2.3
S11

GACTGCGTACCAATTCAAGCAAAATGTCAGTCCTGGAGCTTATTCATGGAGGTCCAGCTCTAA
TATCCTGCTCACCACCGGGCCTCCCAGGACTACCTTTCTCGTCTGTGTTGCTTTTGTTACGTGT
CATTTTAGCTTATTAGAGAGAGAGAGATCCCCCC

S13
GACTGCGTACCAATTCAGTAAAGCAATTGACCAGAATAGGGGCTATTGTAACGAAATGAAGA
AATGTTTCTTTTAAGTGGAGTATATGTGTATGTGTGTGTATGCATGTGTGTGTACACTATAGA
AATGAGAGGGATCGAGAGAGAGAGACGCTTAA

S14
GACTGCGTACCAATTCAAGGACGGTATAGTGCACCGCAGCAAGAGCTACCCGAGGCAAACAG
TTTTCCGTGAAGGATCTCTGGCTTACTGCTAGAATACCCCTGCTTGAGGGTATTCTAGTGAATT
GCGAGAGAGAGAGACCTCCCC

S22
GTGGCGACTCTCTCTCTCTTGCTCCCGCCTCCTGTCCCTGCTCTCATCGTTCTGCTCTTTCCCTT
ATTCTCTCGCATTTTTTCGGACGTTTTCTTTTGTTCTCCAGGTCTCCTCTCTGAATAAACTCCA
CTCCCTTGAATTGGTACGCAGTC

S24
GACTGCGTACCAATTCAAGAGGACAAGGAGATAGATCGATAGATAAATAGATAGACAGACAG
AGCGAGAGAAAGATATATAGAGCGTGAGAGGGAAACAGAGAGAGAGAGAGAGAGAGAGA
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAT
TACGTTGTCCCTTGGTATTGACCATCCAAAAGTTCAAGGTAAAACGGCTAGCTCAAGTCCGAG
CCACCGGATCTCGATCAGTAAGCTGCTTCGACCTTTTGCTTGAATTGGTACGCAGTC

1 SAMPL
Fig.1 Sequencesof SAMPL bands

bol d-faces are microsatellite sequences
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1 SAMPL
Tab.1 SAMPL primer sequences

EA 5 - GAC TGC GTA CCA ATT CA-3
M-C 5-GAT GAG TCC TGA GTA AG3
EAAG 5-GAC TGC GTA CCA ATT CAA G3
5-(GT) (G T) (A/GC) (A G (AIGC) (A/G
SAMOL (@n(E@m( ) (A1G) ( ) (Al G)
(A1 GO (CT)e3
5-(GT) (G T) (A/G) (A GC) (AIG) (A/GC
SAMO? (@M (&7 (A6 ( ) (A1G) ( )
(A1Q(TC)e3
2

Tab.2 Sequencing bandsand corresponding primers
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Preliminary isolation of microsatellite based on SAMPL tech-
nigue in shrimp Fenneropenaeus chinensis
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Abstract : The main difficulty in developing microsatellite is to isolate the short tandem repeat -flanking
sequences. A method to screen microsatellite based on SAMPL (selective amplified microsatellite polymorphic
loci) was tested in shrimp Fenneropenaeuschinensis . 5 anchored primer wasintroduced into traditional SAM-
PL analyss, and short tandem repeat sequences were expected to be enriched. Five randomly selective bands
(nominated as S11,S13,S14 ,22 ,24 respectively) were cut from the silver staining polyacrylamide gel , cloned
and sequenced , and 161, 157, 147, 152, 298 bp sequences were obtained respectively. Microsatellites were
found in S13,822. A single sequence repeat of (GA) s was a0 found in S24, which comprises AFL P primers
only and is different from the other ones that comprise both primers. No microsatellite was found immediately
adjoining to the 5 anchored primer , s0 it seemsthat 5 anchored primer , in this study , did not work as expec-
ted. More work is needed for further microsatellite isolation.
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