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Abstract: a two-temperature multiplex polymerase chain reaction w as optimized to simultaneously detect
two pathogens incduding white spot syndrome virus ( WSSV) and infectious hypodermal and hematopoietic nee-
rosis virus (IHHNV) in this article Two sets of specific primers were designed according to the sequences of
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WSSV(AF369029) and IHHNV (NC002190) in Genebank. It was shown that the all samples, which con-
tained WSSV and IHHNYV, could be amplified by the multiplex PCR using these two sets of primers, yielding
two specific bands of WSSV 593 bp and IHHNV 356 bp, but no specific bands were amplified from other
penaeid shrimp pathogenic virus and bacteria. As little as 100 pg of WSSV and 100 pg of IHHNV DNA were
detected respectively using gel electrophoresis in this multiplex PCR. We used this multiplex PCR to detect 400
samples from some farms in south China. Results showed that WSSV could be detected in 230 samples, TH H-
NV could be detected in 96 samples and both WSSV and IHHNYV could be simultaneously detected in 56 sam—
ples. The other 18 samples were negative to these two pathogens. It suggested that WSSV and IHHNV exis-
ted in the cultivated penaeid shrimps in south China and this multiplex PCR could be used as a sensitive tool to

detect WSSV and IHHNV in clinical samples, simultaneously.
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