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Abstract: T overcom the shortage of fresh materials demanded by molecular biological experiments, an improved
cloning method was applied. Target DNA fragments were preserved in a strain of E. coli. Total nudeic acid from
Alexandrium tamarense was extracted using a modified DNA extracting method. Using this DNA as template, the intemal
transcribed spacer (ITS) and 5. 8S ribosomal RNA gene ( 5. 8S rDNA) region was obtained by animproved PCR condition.
This ITS and 5. 8 rDNA region was digested with two restriction endonuclease enzymes Sal I and Pst I and linked to
plasmid vector pBluescript SK™ which was also digested by the same two restriction endonudlease enzymes, transforming this
recombinant plasmid to the host, XL 1— Blue and obtaining the cloning DNA fragment. This cloning method is simple,
practical and efficient able to meet the need for regular cloning in lab. This study can provide target DNA on call.
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