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Abstract

Donor plasmid p UTK constructed for transferring Calothrix sp.PCC7601 was introduced into Syrmechococcus sp .
PCC7942 by natural transformation. Screened by kanamycin and detected by Southern blot analysis, the transformants
which occurred by plas mid homology integration were obtained. Thymosin a; was expressed up to 4.8 % of total protein
mass by red light inducing, which was tested by SDS PAGE and confirmed by Western blot. The results showed that the
donor plas mid pUTK can be used to transfer not only filament blue-green algae Calothrix sp.PCC7601 , but also single cell

blue-green algae Symechococcus sp . PCC7942 .
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