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Fig. 3 Dynamics and distribution of Vibrio load in the clam
M. petechialis under Vibrio parahaemolyticus chal-
lenge
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Abstract: The clam Meretrix petechialis is an important mollusk cultured in China. Massive deaths frequently oc-
cur in the major clam producing areas. Previous research has indicated that several diseases are caused by the genus
Vibrio in mollusks, which is also the primary pathogenic bacteria causing deaths in M. petechialis. In the present
study, we analyzed the bacterial growth and reproduction in seawater under Vibrio challenge for a period of 24 h.
Vibrio immersion experiments were conducted to simulate Vibrio challenge in the natural environment, and we ob-
served that bacterial load in the hepatopancreas of the clam abruptly increased on day 1 and decreased rapidly on
day 3 after the challenge, with significant differences in the bacterial load among different clam individuals. In the
challenge experiments conducted using different Vibrio doses, a significant positive correlation was observed be-
tween the bacterial load and the Vibrio dose in the seawater (Spearman’s p = 0.899, P = 0.000) in the initial phase;
however, there were no significant differences in the bacterial load among the different groups in the middle—late
phases with a lower Vibrio dose of 0-205 CFU/mg. These findings indicate that the host immune system and the
microbial community in the host hepatopancreas can regulate the bacterial number to a certain extent. Our results
provide a reference for the correlational research of Vibrio load during infection as well as for the evaluation of

resistance in the clam M. petechialis.
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