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Research advances in determining genetic diversity of mac-
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Abstract: Since the discovery of deep sea hydrothermal vents and their attendant communities in 1977, a consid-
erable amount of research has been conducted on hydrothermal vent communities. Accompanied by advances in
deep sea investigative techniques, a large number of hydrothermal vent communities have been discovered and sig-
nificant progress has been made in knowledge of their biogeography, ecology, and biodiversity. To date, research on
the genetic diversity of deep sea hydrothermal vent organisms has mainly focused on macrobenthos, but due to lim-
ited sampling procedures taxonomical knowledge is limited. This paper reviews new research advances in this field
and aims to provide a deeper understanding of the species spatial distribution, diffusion paths, and population con-
nectivity of hydrothermal vent macrobenthos, thereby providing a new perspective in the study of deep sea hydro-

thermal vent biodiversity.
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