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Fig. 1 Comparison between biochemical composition of different tissues from three mussel species
a,b,c,d ; CSB HVB , MK

Biochemical components of different tissues of seep mussels, vent mussels, and offshore mussels: (a) digestive gland; (b) gill; (¢c) mantle;
(d) adductor. CSB is cold seep B. platifrons; HVB is hydrothermal vent B. platifrons; MK is M. kurilensis; black is crude lipid; densely crossed

line is glycogen; sparse bias is protein.
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Fig. 2 Glycogen content comparison between mantles of
seep, vent, and off-shore mussels.
(P<0.05)
Value columns with same-letter superscripts indicate no significant

difference; columns with different-letter superscripts indicate sig-
nificant difference (P < 0.05)
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Tab. 2 Amino acid content of gill and mantle within SCS

cold seep Bathymodiolus platifrons (mg/g , DW, n=10)

Asp 41.95+£2.78 38.57+7.83
Thr 18.99+1.28 14.79+2.76
Ser 19.97+1.50 16.90+3.75
Glu 69.21+5.71 54.63+12.87
Gly 59.91+7.88 50.53+11.56
Ala 26.32+3.16 15.81+4.37

Cys 0.65+0.17 1.00+0.85
Val 21.57+1.76 14.48+2.80

Met 5.80£1.69 5.35+2.42

Ile 18.02+1.13 13.96+2.66
Leu 28.30+1.96 21.24+4.51
Tyr 19.01+2.43 11.49+2.31

Phe 17.10+1.02 12.68+2.40
His 18.70+1.32 9.64+1.73
Lys 28.61+1.85 21.68+2.78
Arg 28.84+2.56 27.31+6.83
Pro 22.58+3.36 18.22+5.62
Tau 17.65+1.70 18.23+3.86

ZEAA  185.93+12.05 141.13+£25.69

445.53£34.90  348.28+68.40
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Tab.3 Comparison between biochemical composition of different bivalves (%)

B. platifrons( )
B. thermophiles''” 9.5
M. galloprovincialis!"® 10.18(57.68)
P, viridis!""
0. edulis™”
M. meretrix?*") 15.54
R. philippinarum' 9.34(55.88)

7.18(45.64)

9.27(52.31)
(47.50)

1.23(7.85) 2.75(17.48) 84.28
0.9 1.6 84.1
1.40(7.91) 4.90(27.74) 82.35
2.43(13.68) 3.59(20.27) 82.27
(6.13) (25.39) —
1.07 4.14 76.39
0.94(5.60) 3.92(23.43) 83.28
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Abstract: Bathymodiolin mussels are a key species in cold seep and hydrothermal vent ecosystems where they are
widely distributed and play an important role in the material cycle and energy flow of deep-sea chemotrophic eco-
systems. In this paper, conventional biochemical determination methods are used to determine the fundamental
biochemical components of Bathymodiolus platifrons in a South China Sea cold seep. Differences between mussels
found at cold seeps, hydrothermal vents, and the offshore mussel Modiolus kurilensis are also discussed. Propor-
tions of water, crude protein, lipids, and glycogen in B. platifrons are 84.28, 7.18, 1.23, and 2.75%, respectively,
which are similar to those reported in deep-sea mussels. The glycogen content in the mantle of cold seep B. plati-
frons (25.20%) is significantly higher than that of M. kurilensis (6.97%) (P < 0.05), but is close to that of hydro-
thermal vent B. platifrons (30.66%), indicating that glycogen stored in the mantle is the energy reserve of B. plati-
froms. The total amino acid content in the gill and mantle of seep B. platifrons is 44.55 and 34.83% of dry weight, in
which the essential amino acid content accounts for 41.73 and 40.52%, respectively. However, the contents of gly-
cine and taurine are higher than in offshore bivalves. These compounds are related to osmoregulation and sulfur
metabolism and may thus indicate environmental adaption. Results show certain differences between the biochemi-
cal component content of the SCS cold seep B. platifrons and offshore mussels; however, the relationship with spe-

cial habitats needs further research.
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