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Fig. 1 Spore micrograph of marine strain M506
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a. scanning electron microscope (8 000 X); b. optical microscope (400 X)
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Tab.1 Comparison of physiological and biochemical characteristics between strain M506 and Streptomyces griseorubens
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Fig. 2 Phylogenetic tree based on 16S rDNA sequence showing the positions of strain M506 and related taxa.
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Tab. 2 Antimicrobial activities of strain M506 crude extracts from different culture conditions
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Abstract: Marine Streptomyces sp. M506 was isolated from the sediment of Jiaozhou Bay. According to morpho-

logical observations, physiological biochemical characteristics and 16S rDNA phylogenetic analysis, the strain

M506 was identified to be Streptomyces griseorubens. In this study, the culture conditions had been optimized and

six kinds of medium were used to culture the strain M506. The crude extracts from M,+ and SM medium exhibited

distinct antimicrobial activities against Staphylococcus aureus, Escherichia coli, Bacillus subtilis and Bacillus

thuringiensis. The result indicated that the culture condition optimization is an improved strategy to screen bioac-

tive metabolites from marine Streptomyces.
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