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2
Fig. 2 The internal symptom of E. fuscoguttatus with
scale-peeled syndrome disease
a. ; b.
a. ascites; b. rupture of gallbladder
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Tab. 1 The artificial infection results of healthy E. fuscoguttatus by three bacterial strains isolated from E. fuscoguttatus

with scale-peeled syndrome disease

() %)
(CFU/mL) (mL) () 1d 2d 3d 4~15d
XC08061 1.1 x 10° 0.2 5x2 9 1 — — 10 100
XC08062 1.1 x 10° 0.2 5x2 5 1 0 7 70
XC08063 1.1 x 10° 0.2 5x2 6 2 0 80
0 0.2 5x2 0 0 0 0
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#F 2 E#Hk XC08061. XC08062. XCO08063 FMs ol BIAR R MRAI LS R E B A (L AFE
Tab. 2 Morphological, physiological and biochemical characteristics of strains XC08061 XC08062 XC08063 and

standard strain of V. harveyi

XC08061 XC08062 XC08063
4 - - - _
28 + + + +
35 + +
40 - + - -
0 %NacCl - - - -
2 % NaCl + + + +
6 %NaCl + + + +
8 %NaCl + + + +
10 %NaCl - — - _
TCBS Y Y Y Y
V.P. - - - _
0/ 129 (10 pg) - - - -
0/ 129 (150 pug) + + + +
ONPG - — - _
+ +
+ + + +
+ +
+ + + +
e - - - _
L- + - - _
+ + + +
+ + + +
+ + + +
+ —
+ + + +
+ + + +
+ ;= ;Y.
, , rDNA 97.5%
16S rDNA , (V. parahaemolyti-
s 16S rDNA cus)(Genbank : EU660363) (V.
, natriegens)(Genbank : EU660320) 16S rDNA
97.5% [1s-161, 168 98%
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Fig.3 The phylogenetic tree of Vibrio based on 16S rDNA genes

Genbank

The codes in blanket are the sequences’ accession NO. at Genebank nucleic acid database
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Tab. 3 The accumulated mortality rate of E. fuscoguttatus infected by different concentration of strain XC08061

Uncultured gamma proteobacterium [DQ269050]

()
(CFU/mL) (mL/ ) (CFU/ ) () 1d 2d 3d  4-~15d (%)
2.4 %10’ 0.2 4.8 x10° 5%x2 10 — — — 100
2.4 x10° 0.2 4.8 x10° 5x2 10 — — — 100
2.4 % 10° 0.2 4.8 x10* 5x2 6 0 0 0 60
2.4 % 10* 0.2 4.8 x10° 5x2 1 2 0 0 30
2.4 % 10° 0.2 4.8 x10? 5x2 0 0 0 0
0.2 0 5x2 0 0 0 0
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F 4 JRIRE XC08061 X 25 Fhin B 254 89 B 14
Tab. 4 The sensitivity of strain XC08061 to 25 chemotherapeutic agents
(ng/ ) (mm) (ng/ ) (mm)
30 18 S \% 30 10 R
30 29 S 30 15 R
/ 75 26 S 30 17 R
10 23 S v 30 14 R
10 23 S 30 12 R
10 16 S 10 - R
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30 15 1 100 - R
300 17 1 30 - R
100 20 I 10 1U/ - R
1.25 22 I 10 TU/ - R
30 15 I 5 - R
10 12 R
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Isolation and identification of bacterial pathogens from Epi-
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Abstract: A serious scale-peeled disease was broken out in the cage cultured brown-marbled grouper Epinephelus
fuscoguttatus (weight 30-35g) in Lingshui County, Hainan province, China. The moribund/dead groupers were

characterized by scale-peeled, rupture of gallbladder and ascites. Three strains of bacteria, XC08061 XC08062 and

XC08063, were isolated from the liver, spleen and /or the kidney of the diseased grouper and they were all proved
to be pathogens by artificial infection. The moribund/dead fish exhibited scale-peeled as that observed in natural
outbreak. All these three strains were identified to be Vibrio harveyi by biochemical tests and 16S rDNA sequences
analysis. The LDs, value of XC08061 for 12-14 c¢m E. fuscoguttatus is 5.8x10* colony forming units (CFU)/g of
fish body. Drug susceptibility tests with 25 antibiotics indicated that the pathogen was only sensitive to novobiocin,

cefotaxime, cefobid/sulbactam, norfloxacin, enoxacin and gentamicin, exhibiting relatively strong drug tolerance.
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