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PCR , 20 uL 500 pg/mL
K 56T 1h,95C K 10 min
1.5.2 MSAP
Xiong ! s
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EcoR I+Msp I  EcoR 1+Hpa 11 ,
400 ng DNA, 3 U EcoR I(Fermentas), 3
U Hpa 11/Msp 1(Fermentas), 2 pL 10 x Buffer Tango™,
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gase Buffer, 20 ul, 16 C ,
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(P>0.05);
94.330 %,

91.830 %

®1 FTAELMSIMAS
Tab.1 List of MSAP primers and adapters used

HRRE REORTS

94.500 %

(P>0.05) ,

Msp 1/Hpa 11

EA,:5'-CTCGTAGACTGCGTACC-3'
EA,:5-AATTGGTACGCAGTC TAC-3'

E¢:5-GAC TGC GTA CCA ATT C-3'

El: 5'- EO +ACA-3’ Ez.’ 5,-E0+AGT-3' E3Z 5'- EO +
AAC-3" E4: 5-E¢+GTC-3' Es: 5'- E; +GCT-3'

HMA,:5'-GAT CAT GAG TCC TGC T-3'
HMA,:5'-CGA GCA GGA CTC AGA A-3'

HM,
HM,
HM,
HM;
HM,

:5"-ATC ATG AGT CCT GCT CGG G-3'

: 5'- HMy+CTGA-3' HM,: 5'- HMy+CTGT-3'
: 5'- HMy+CTAT-3' HM,: 5'- HMy+CTAC-3’
: 5'- HMy+CTCA-3' HMg: 5'- HMy+CTCT-3'
. 5'- HMy+CTTC-3' HMg: 5'- HMy+CTTA-3’

x2 FRERARPEXN. BURMERE BEKEE

Tab. 2 Mean size of egg dismeter, embryonic hatching rates and daily mean growth rate of shell length for different
shellfish lines

BC CD
(pm) 65.667 (0.481)" 65.778(0.788)" 65.889 (0.419)°
(%) 91.830(1.756) 94.500(0.500)* 94.330(1.041)
(um/d) 6.231(0.077)" 5.429(0.143)" 5.190(0.149)°
22 REAYREKRZELERRTRRS 0.99 :
23 &% % DNA PHAMALKPREEAK
, 2 , 3k E AR KM
AB BC CD 6.231 40 4
5.429 5.190 pm/d, , ’ E,HM, E;HM, E,HM, E:HM,
(P<0.05), 20
4 AB BC CD DNA
> 18.672 % 22.661 % 22.303 %,
*x 3 BREHFIK(Y,um)FIE B B E (x,d) By 2 1R 13 ’
ARl opm)RES B EL G SPSS 9 DNA
Hig
Tab. 3 Linear regression equation between shell length
(Y,um) and larvae reared day (X,d) for all lines -0.934(  5),
(P<0.01) DNA ,
1. y=6.632x+91.868 r=0.993 DNA
AB 2. y=6.885x+83.308 = 0.998
3. y=6.736x+88.648 = 0.996
1. y=6.308x+81.813 r=0.998 3 it
BC 2. y=5.888x+89.596 r=0.999 - .
3. y=5.670x+85.088 r=0.999 30 MAFARNLRE
1.y=5.558x+85.112 r=0.999
CD 2.9=5.312x+90.633 r=0.998 (Pinctada fucata)™
3. y=5.692x+90.901 r=0.998 [15]
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Beattie ['® (Crassostreagiga)
; Haskin (17] (Crassostrea virginica) R “ 72
(MSX) 4 , s
8~9

x4 BREFKERKEFESREMAE
Tab. 4 Daily growth rate of shell length and methylation rate for all the lines

AIBI AZBZ A3B3 BICI BZCZ B3C3 CIDI CZDZ C3D3
(nm/d) 6.231 6.308 6.154 5.572 5.429 5.286 5.143 5.071 5.357
(%) 18730  17.911 19376 ~ 22.792  21.914 23278 22350  23.118  21.440

F5 EREESRELRMELNE , ,
Tab. 5 The phenotype correlation coefficient between [19]
growth rate and methylation rate

1 -0.934 > >
-0.934 1

32 YR HAERBRENSE KB H
33 AkA KL DNA FRAGHARX M

[13] (Cyclina sinensis)!"™ (Argopecten
irradians)[lg] (14 )
[18] F,
DNA
) , DNA
ol DNA
, 3 Tsaftaris ~ 2*2!
DNA ,
) 283 % 31.4 %,
, 6.231 pm/d, BC 27.4 %, DNA ;
14.77 %, 8] DNA
BC CD R , 3 ; Xiong
[11]
AB BC , CD , DNA ,
) DNA s
> MSAP

> DNA
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> DNA
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Abstract: Nine families of scallop were established to investigate the difference in the early growth and DNA me-
thylation between hybridized families and self-fertilize families. The male parents included A(Patinopecten yes-
soensis)and C(Chlamys farreri)while the female parents named B(Chlamys farreri) and D(Chlamys farreri). And the
strategy was AxB ,BxC and CxD. Methylation-sensitive amplification polymorphism (MSAP) technology was used
to analyze the DNA methylation. The biology parameters including egg size, hatching rate, juvenile’s growth rate
and DNA methylation rate were compared among different families. Also, the equations of linear regression be-
tween shell length and day age were set up and the correlation between growth and DNA methylation rate was
analyzed using SPSS. The results show that there is no significant difference in egg size and hatching rate between
hybridized and self-fertilize families, while the shell growth rates of hybridized families are higher than those of
self-fertilize families. This difference might mainly come from the male parent. The mean DNA methylation rate of
family AB, BC, CD is 18.672%, 22.661% and 22.303%, respectively. The hybridization results in a decrease in
DNA methylation. The correlation coefficient between growth rate and methylation is —0.934, which is significantly
different (P<0.01). There is a relationship between DNA methylation and heterosis. This study enriched the theo-

retical basis of heterosis.
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