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Fig. 1 Isolation and purification of Bacillus thuringiensis.
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Fig. 3 Phylogenetic tree based on 16S rDNA sequences
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Abstract: A probiotic strain of native bacillus has been isolated from maricultural pond of sea cucumber in this
study. By observing its colony morphology, sequence analysis of its 16s rDNA, and physiological and biochemical
experiments, the strain was identified to be Bacillus thuringiensis, and was named XA-01. It can be used in devel-

oping microbial ecological agents for environmental remediation of mariculture.
(KXY #8: 12F)
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