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Fig. 1 Agarose gel electrophoresis of Total RNAs from U.
pinnatifida gametophyte

A: SDS ; B: CTAB ; C: Trizol ; D:

RNAiso Reagent

A: Modified SDS method; B: CTAB method; C: Trizol kit; D:

RNAiso Reagent kit
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Fig. 2 Agarose gel electrophoresis of DNasel digested total
RNA and RT-PCR products
A: RNA; B: RT-PCR, DL2000 marker; 544bp

A: RNA; B: RT-PCR, DL2000 marker; Length of product fragment
is 544 bp
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Fig. 3 Agarose gel electrophoresis for total RNA extracted from L.
japonica gametophyte and P.yezoensis conchocelis

A: SDS ; B: SDS ;

C: Trizol

A: Modified SDS method for L. japonica gametophyte; B:Modified

SDS method for P. yezoensis conchocelis; C: Trizol kit for P. ye-

zoensis conchocelis
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Abstract: In this paper, modified SDS method, CTAB method, and Trizol and RNAiso Reagent kits were applied to
extract total RNA from Undaria pinnatifida gametophyte. We compared the quality and purity of the extracted
RNAs and used RT-PCR to examine whether the RNAs were functionally active. The results showed that the Trizol
and RNAiso Reagent kits were not suitable to seaweed RNA isolation, because there was no clear band detected on
the gel. The RNA isolated by the CTAB method showed smear bands and also was contaminated by genomic DNA.
However, the modified SDS method could give birth to good quality RNAs, although there was a little genomic
DNA contamination. The OD260/0D280 ratio of the RNA was between 1.8 and 2.0. These RNAs could be used for
RT-PCR. So the modified SDS method is a very good method for extracting total RNAs from gametophyte of U.

pinnatifida and some other seaweeds.
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