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Aeromonas salmonicida subsp.achromogenes — (X60407)
100 Aeromonas salmonicida subsp.pectinolytica (AF134065)
Aeromonas salmonicida subsp.smithia ~ (AJ009859)
- Aeromonas sobria  (X74683)

HL- Aeromonas popoffii (AJ224308)
L deromonas eucrenophila  (X74675)

1@|CE-I (GQ161962)

Aeromonas caviae (XT74674)

Aeromonas hydropila  (X60404)
9§[.Aerom(mas media  (X74679)

Aeromonas shubertii  (X74682)

69 Aeromonas veronii - (X74684)
56L_ deromonas jandaei  (X74678)

Pseudomonas alcaligenes  (276653)

0.02
1 CE-1
Fig. 1 Phylogenetic Status of strain CE-1
Genbank ; 2%, 1000 bootstrap

Genbank accession numbers of the strains are given in the brackets. Bootstrap values (expressed as percentages of 1000 replications) greater
than 50% are given at the nodes. Bar, 2% nucleotide substitution
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Tab. 1 Comparison of physiological characteristics of strain CE-1 with related Aeromonas species
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Tab. 2 Comparison of catalase production by different strains quantitated by activity in medium

CE-1 1 356.2 U/mL

TLO12 98.04 U/mL [18]

IM109 131 U/mL [4]

T485 (Thermossreptomyces sp.T485) 140 U/mL [19]

(Micrococcus lysodeikticus) 292 U/mL [5]

WSHDZ-01 600 U/mL [20]

UM2-1 30 000 35000 U/L [6]

Penicillium variabile P16 735 U/mL [21]

Aspergillus niger 78 U/mL [22]
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Isolation and identification of catalase-producing strain CE-1

ZHANG Zeng-xiang® 2, WANG Wei', HAO Jian-hua®, NIU Rui', SUN Mi'

(1. Laboratory of Marine Products and Enzyme Engineering, Yellow Sea Fisheries Research Institute, Chinese
Academy of Fishery Sciences, Qingdao 266071, China; 2. College of Food Science & Technology, Shanghai
Ocean University, Shanghai 201306, China)

Received: Dec., 10, 2009
Key words: Catalase; Isolation; Identification; Phylogenetic analysis

Abstract: Catalase-producing strain CE-1 was isolated from water samples using H,0O,-containing plate screening
and activity assay of the shake flask culture method. The values of the activity and specific activity were 1356.2
U/mL and 3401U/mg, respectively. CE-1 was Gram negative and rod in shape. Based on the comprehensive analy-
sis of morphological and physiological characteristics, the 16S rDNA phylogenetic tree, and the differences among
different species of Aeromonas, strain CE-1 was identified to be Aeromonas.
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Ultrastructure of Micromonas pusilla (Butcher) Manton et
Parke

YIN Ming-yan, XIA Wa, HU Xiao-yan
(Institute of Oceanology, Chinese Academy of Sciences, Qingdao 266071, China)

Received: Jan., 11, 2010
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Abstract: A strain of Micromonas pusilla, widely distributed in the Yellow Sea, was isolated from the coast
area of Qingdao. Its morphology and fine structure were studied by electronic microscope. The cells were
characterized by a laterally attached flagellum terminating in a long and slender hair-point. No cell wall or
surface scales were observed outside the cell membrane. The internal structure was very simple, composed of
a single plastid with a large central pyrenoid, a nuclear, a single mitochondrion, and a Golgi complex.
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