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F1 EIMMNEXE&HKETRYMNEMHE

Tab.1 Food composition in the alimentary canal of lancelet collected at the Naozhou Island of Zhanjiang

Bacillariophyta

Cyclotella sp. 80 100.0 D
Coscinodiscus sp. 68 85.0 D
Pleurosigma sp. 60 75.0 D
( ) Rhizosolenia sp. 45 56.2 D
Nitzschia sp. 42 52.5 D
Thalassionema nitzxchioides 42 52.5 D
Diploneis sp. 42 52.5 D
Navicula sp. 41 51.2 D
( ) Tropidoneis longa 39 48.8 D
Tricertium sp. 24 30.0 C
( ) Asterionella sp. 8 16.2 R
Pinnularia sp. 8 10.0 R
Biddulphia sp. 5 6.2 R
Synedra sp. 4 5.0 R
( )YMelosira sulcata 4 4.0 R
( )Ditylum brightwelli 3 3.8 R
Thalassiothrix sp. 3 3.8 R
Cistula lorenziana sp. 2 2.5 R
( ) Chaetoceros sp. 1 1.2 R
Actinoptychus 1 1.2 R
Pyrrophyta
Prorocentrum micans 9 11.2 R
Prorocentrum sigmoides 7 8.8 R
1 1.2 R
Cyanophyta

Copmhsophaeria sp. 9 11.2 R
Phormidium sp. 6 7.5 R
Spirulina sp. 3 3.8 R
Oscillatoria sp. 2 2.5 R
Wikipedia larva 21 26.2 A
Copepoda 12 15.0 R
Cladocera 3 3.8 R
Nematoda 11 13.8 R
Globigerina sp. 7 8.8 R
Ammodiscus sp. 1 1.2 R
17 21.2 C
A
A

:D ( 80 )A (50 80 ) C (16 49 )R 16
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2.2 ;E;E%Ex B & WA AR ST ( )Rhizosolenia  sp.
(R) Thalassionema nitzxchioides
, , Diploneis
sp. ( )Tropidoneis longa
Wikipedia larva ( 2
#2 BIBMMNLSXEEFTEFTTHRIELLR
Tab.2 Comparison of the seasonal feeding habits of lancelets collected at the Naozhou Island of Zhanjiang
(n=49) (n=32)
(%) (%)
Cyclotella sp. 49 100 32 100
Coscinodiscus sp. 43 87.8 24 75.0
Pleurosigma sp. 35 71.4 26 81.2
( ) Rhizosolenia sp. 32 65.3 12 37.5
Nitzschia sp. 24 49.0 17 53.1
Thalassionema nitzxchioides 31 63.3 10 31.2
Diploneis sp. 22 44.9 19 59.3
Navicula sp. 23 46.9 17 53.1
( ) Tropidoneis longa 21 42.8 17 53.1
Tricertium sp. 15 30.6 7 21.9
Wikipedia larva 6 12.2 15 46.9
13 26.5 4 12.5
23 RF ']#-5'] iér? ﬁé"ﬁﬁ\'fi bb#’iﬁl\*ﬁ sp. (&: 61.5% Q: 36.8%) Wikipedia
® larva(d: 38.5% Q: 5.3%)(  3)
’ 2.4 TRARKLEX G &R
R)
Nitzschia sp.(3: 71.2% Q: 21.0%) Diploneis , 4

x3 BEIMMNBEXEETREMANMOEMEILER
Tab.3 Comparison of the feeding habits of different genders of lancelets collected at the Naozhou Island of Zhanjiang

52 19

(%) (%)

Cyclotella sp. 52 100 19 100
Coscinodiscus sp. 46 88.4 18 94.7
Pleurosigma sp. 42 80.8 15 78.9
( ) Rhizosolenia sp. 30 57.7 11 57.9
Nitzschia sp. 37 71.2 4 21.0
Thalassionema nitzxchioides 30 57.7 12 63.2
Diploneis sp. 32 61.5 7 36.8
Navicula sp. 28 53.8 13 68.4
( ) Tropidoneis longa 30 57.7 8 42.1
Tricertium sp. 17 32.7 6 31.6
Wikipedia larva 20 38.5 1 5.3
11 21.2 6 31.5
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x4 BIWMNSEEXEETRFKEMRIEILR
Tab. 4 Comparison of the feeding habits of lancelets with various body lengths collected at the Naozhou Island of

Zhanjiang
(mm)
20~30 30~40 40~50 50~60 60~70
(%)
Cyclotella sp. 100 100.0 100 100 100
Coscinodiscus sp. 0 72.7 78.6 93.6 100
Pleurosigma sp. 0 63.6 71.4 85.1 60.0
( ) Rhizosolenia sp. 0 45.4 50.0 61.7 60.0
Nitzschia sp. 0 18.1 28.6 70.2 60.0
Thalassionema nitzxchioides 0 9.1 35.7 68.0 80.0
Diploneis sp. 0 36.4 28.6 63.8 80.0
Navicula sp. 66.7 18.1 57.1 59.6 60.0
( ) Tropidoneis longa 0 27.3 42.8 57.4 60.0
Tricertium sp. 0 9.1 21.4 38.3 20.0
Wikipedia larva 0 0.0 7.1 38.3 40.0
Copepoda 0 18.1 14.2 17.0 20.0
Cladocera 0 0.0 0 6.4 0
Nematoda 0 0.0 0 21.3 20.0
Globigerina sp. 0 9.1 14.2 8.5 20.0
Ammodiscus sp. 0 0.0 0 2.1 0
0 9.1 7.1 29.8 20.0
20~30 mm , 48 32.8 mm,
[32]
> 29.5 mm,
, 50~60 mm (60~70) mm R ,
[33, 34]
(30~40)
mm , 3 32.8 mm, ) (21 331,
( ( )
6.4%) ( 2.1%) (50~60) , ,
mm 5 5
3 Wik
[31] [23]
3/4 ,
s 4
( 5.0%, R), ,
(30~40) mm R R R
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Preliminary analysis of the feeding habits of amphioxus,
Branchiostoma belcheri (Grey), found at Naozhou Island of
Zhanjiang

YAN Yun-rong"?, LU Huo-sheng' BAI Xiu-juan', ZHAO Hao-bo', LIAO Chuan-yi'

(1. Faculty of Fisheries, Guangdong Ocean University, Zhanjiang 524088, China;2. Institute of Oceanology, Chi-
nese Academy of Sciences, Qingdao 266071, China)

Received: Apr., 10, 2009
Key words: Naozhou Island Sea Area; amphioxus (lancelet); stomach contents analysis; feeding habits

Abstract: This paper described the observations and analysis of the stomach content of amphioxus regarding to
spring and summer season, gender and body length. The samples were captured by special device, with a
cross-section of 0.075m?, at the Naozhou Island Sea area outside Zhanjiang City from April to July of 2006. Food
residue found in the alimentary canal of the amphioxus was mainly made up of mud and sand debris. In addition,
Thirty-four species of organism were identified, including benthic diatom, at a percentage of 58.8%, as well as a
few dinophyta, lamellibranch larva, copepods larva, and protozoa. The feeding habits of amphioxus were not the
same, and the occurrence of its food materials was also different in spring and summer. The feeding habits of am-
phioxus were similar between different genders. The lancelets began to take animal food when they were mature.
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Isolation and screening of microsatellite DNA markers from
silver-lip pearl oyster Pinctada maxima

LIU Ming™?, YU Da-hui', HUANG Gui-ju’

(1. Key Lab. of Mariculture, Ecology and Quality Control, Ministry of Agriculture; South China Sea Fisheries Re-
search Institute, Chinese Academy of Fishery Sciences, Guangzhou 510300, China; 2. Shanghai Ocean University,
Shanghai 201306, China)

Received: Feb., 24, 2010
Key words: Pinctada maxima; microsatellite marker; genomic library; isolation and screening; genetic diversity

Abstract: Microsatellite-enhanced genomic library of the silver-lip pearl oyster Pinctada maxima was constructed
using the repeat-enrichment method with biotin-labeled oligos (CA);s and streptavidin coated magnetic beads. From
a total of 1200 randomly selected clones, 298 positive clones were acquired after PCR selection and 246 clones
were sequenced successfully. Among others, 251 microsatellite sequences were discovered by hand, of which 159
were perfect (63%), 80 imperfect (32%) and 12 compound (5%). Besides the CA repeat, several other types of re-
peats were also detected, such as AT, GT, TC, AG, GC, TAA, CAA, AGG, GATA, GACA, and GTGC. Ninety pairs
of primers were designed using Primer 5.0, 30 pairs were synthesized, and 21 pairs were effective based on PCR
amplification; and ten loci showed polymorphism as tested on a population. A total of 59 alleles were found, and the
DNA fragment lengths of these alleles ranged from 133 to 444 bp. The number of alleles per locus was 2~8, with an
average of 5.9. The number of effective alleles was 1.342 3~6.000 0, with an average of 4.124 0. The polymorphism
information content (Cp;) was 0.222 5~0.811 8, with an average of 0.671 4. The expected heterozygosity (H.)
ranged from 0.259 3 to 0.847 5, with an average of 0.717 9. The observed heterozygosity (H,) ranged from 0.300 0
to 0.800 0, with an average of 0.533 3. The microsatellite loci obtained in this study can be used in future analysis
of genetic diversity, conservation biology and genetic breeding of Pinctada maxima.
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