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Abstract : The transcription changes of abalone HSP mRNA were studied during the heat stressng. Ac-
cording to the specific sequence of HSP70 and ACTIN mRNA , the primers were designed and synthesized. By
means of established fluorescence quantitative RT- PCR method, the transcription changes of the HSP70 mR-
NA and the HSP70 mRNA in muscle of transport stressed abalone were studied after 2, 12, 24, 72 and 96 h
after heat shock. The volume ratios were calculated as the HSP70 relative expresson values. In muscle, levels
of HSP70 were sgnificantly increased compared to untreated control abalone, at 2 h of recovery following the
heat shock. HSP70 levels reached the peak , at 12 h of recovery. After that , the HSP70 levels dropped till 96
h, when HSP70 returned to control levels.



