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Screening of chitinase-producing marine bacterial strains and
preliminary studies on chitinase-producing conditions

SUN Shu-wei', WANG Zi-feng"?, YUE Hai-dong*, XIAO Tian

(1. Key Laboratory of Marine Ecology and Environmental Sciences, Institute of Oceanology, Chinese Academy of
Sciences, Qingdao 266071, China; 2. Graduate School of the Chinese Academy of Sciences, Beijing 100049,
China)
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Abstract: A marine bacterial strain exhibited high chitinase throughput was newly isolated from sea mud
samples in Jiaozhou Bay. Based on its 16S rRNA gene sequence analysis, the bacterial strain was identified as
Pseudoalteromonas sp. and named SS01. Culture conditions for the bacterail strain to produce chitinase were
investigated. In Zobell 2216E medium, strain SSO1 reached its stationary phase within 9 hours. The optimal
temperature for strain SS01 to produce chitinase was lower than that for other bacteria. The optimal conditions for
strain SSO1 to produce chitinase were as follows: initial pH, 7.0; temperature, 24 ; C source, colloid chitin (5 g/L);
N source, pepton (5 g/L) and shaking speed of 170 r/min in 200 mL flask with 50 mL of the liquid medium. Under
the optimal culture condition, chitinase activity reached 116.2 U/mL within 5 days.

3
A primary study on using medicine to exterminate Brachionu
plicatilis in the cultivation liquid of Spirulina maxima

ZHAO Su-fen, HUANG Yi-san, GUAN Wu-lin
(Fisheries College of Zhanjiang Ocean University, Zhanjiang 524025 China)
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Key words: medicine; Spirulina maxima; Brachionu plicatilis

Abstract By the test of having added “Brachionus plicatilis’ invincible opponent 1#” to the cultivation liquid of
Spirulina maxima, it indicated that the medicine was an effective cure for B. plicatilis. Both death time and death rate
of B. plicatilis were related with the densities of B. plicatilis’ invincible opponent1#, and the recovery situation of S.
maxima after B. plicatilis having been killed was also the same sa idem. During the experimental range the 1.25%
was the best density which could not only kill B. plicatilis but impact on S .maxima the lest.

16 /2007 / 31 /| 5



