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ACCAGTCACCAGGTCAGGATTGAAATTGAATCCTTCTTTGAAGGAGAAGACTTCTCTGAAACACTTAC
TCGAGCTAAATTTGAAGAATTGAACATGGATCTCTTCAGGTCAACAATGAAGCCTGTCCAGAAGGTGC
TTGAAGATTCTGACTTGCAGAAGAAGGAAATTGACGAAATTGTATTGGTAGGCGGTTCTACCCGTATCC
CAAAGATCCAGCAGTTGGTTAAAGAGTTCTTCAATGGTAAGGAGCCATCACGAGGTATTAATCCTGAT
GAGGCTGTAACGTATGGTGCTGCTGTGCAAGCTGGTGTTTTATCTGGAGAAGATGACACTAATGACTT
GGTATTGTTGGATGTTAATCCCTTGACACTTGGTATTGAAACTGTTGGTGGGGTAATGACTAAACTCAT
CTCTCGTAACACTGTAATTCCTACAAAGAAGTCTCAAATCTTCTCCACTGCTTCGGATAACCAACATAC
CGTTACCATCCAGGTATTTGAAGGAGAGCGACCAACGACAAAAGACAACCACATACTTGGCAAGTTT
GACTTGACTGGTATTCCACCTGCTCCACGTGGTGTGCCCCAAATAGAAGTTACTTTTGAAATTGATGCT
AATGGCATTCTTCAGGTATCTGCAGAAGACAAGGGTACAGGCAACAAGGAAAAGATCGTTATTACAAA
TGACCAAAATCGTCTTACCCCAGAAGACATTGAACGTATGATAAAGGATGCAGAGGTGTTTGCCGATG
AAGACAAGAAATTAAAGGAACGTGTTGAATCTAGAAATGAACTAGAATCTTATGCCTACAGTTTGAAG
GACCAAGTTAATGACAAAGAGAAACTTGGTGCAAAGCTTTCTGATGAAGACAAAGAAAAGATTGAGG
AAGCTATTGACGAGAAGATTAAGTGGCTAGAAGACCATCCTGATGTAGATGCAGAAGATTACAAGACG
CAGAAAAAGGAGCTAGAAGATATTGTTCAGCCAATTGTTGCCAAGTTGTACCAAGGTGCTGGTGGTGC
CCCACCTACAGGGAGCACTGATGAAGAATTTGACAAAGATGAATTGTAAATATTTAGGTTATTGTGGGA
ATGTAACTTATTATTTGTTTAAGGTTGATGTTATTGGAAGGACATGTTCATCATCATTATCATGTATCACA
GGTATTCAGCTAGATTTTCATCTCATGTTTGAGTGGGGTACCACAATGCCATGTATGTATGCACAACTCC
ATTCCAGTGTGATTGACTACAGGAAGAATGGTTTGTAATAAAAGGTATAAGTAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAA

3 70 ku cDNA
Fig.3 Sequence of the cDNA of 70 ku heat shock protein cognate of crayfish

70 ku 1284 bp, NCBI blast
(Bombyx mori)70 ku ,  83% GenBank
4, 356 NCBI blastp (Drosoph-
ila melanogaster) 3 ( GenBank NP_727563, NP_511132,

NP _727564, NP _727565), 85%
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TSHQVRIEIESFFEGEDFSETLTRAKFEELNMDLFRSTMKPVQKVLEDSDLQKKEIDEIVLVGGSTRIPKIQQ
LVKEFFNGKEPSRGINPDEAVTYGAAVQAGVLSGEDDTNDLVLLDVNPLTLGIETVGGVMTKLISRNIVIP
TKKSQIFSTAASDNQHTVTIQVFEGERPTTKDNHILGKFDLTGIPPAPRGVPQIEVTFEIDANGILQVSAEDKG
TGNKEKIVITNDQNRLTPEDIERMIKDAEVFADEDKKLKERVESRNELESYAYSLKDQVNDKEKLGAKLSD
EDKEKIEEAIDEKIKWLEDHPDVDAEDYKTQKKELEDIVQPIVAKLYQGAGGAPPTGSTDEEFDKKEL

4 70 ku

Fig.4 Amino acid sequence of the 70 ku heat shock protein cognate of crayfish
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Abstract: According to the sequence of PCI246, two primers were designed. T he Send and 3”end of 70
ku heat shock protein cognate cDNA in crayfish(Procambarus clarkii) were amplified respectively. A 1 184 bp
fragment was obtained with the completed sequence of 3%end of the gene. The GenBank accession number is
AY357302. T he nudeotide identity between this protein and heat shock protein cognate of Bombyx mori was

83% . And the amino acid identity between this protein and heat shock protein cognate 3 of Drosophila mela-

nogaster was 85% .
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