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Tab.1 Bacterial pathogens of postlarvae of Haliotis diversicolor

4= REPORTS

1 Vibrio alginolyticus 19 V. alginolyticus
2 V. alginolyticus 20 S. odorifera
3 V. alginolyticus 21 V. parahaemolyticus
4 V. alginolyticus 22 Providencia rettgeri
6 V. cholerae 23 V. alginolyticus
7 G+ 24 S. putrefaciens
8 V. parahaemolyticus 25 V. parahaemolyticus
9 V. parahaemolyticus 26 V. parahaemolyticus
10 V. alginolyticus 27 S. putrefaciens
11 V. alginolyticus 28 S. putrefaciens
12 Shewanella putrefaciens 29 P. rettgeri
13 V. alginolyticus 30 Enterococcus agglomerans
14 G+ 31 Klebsiella oxytoca
15 Serratia ficaria 32 P.rettgeri
16 V. alginolyticus 33 Aeromonas salmonicida
17 Pseudomonas aeruginosa 34 Shewanella putrefaciens
18 P.aeruginosa 35 P. aeruginosa
G+:
1.3 Bh04-4 Bh04-41a BhO4-A+
Bdellovibrio sp. Bh04-1f
30 DNB 4
[8] © 1
PCRI™!
(8] PCR Bh04-4
. PC.R . 4 7.89 Im><5.26 pm 1.84 pm
5min 94 Imin 50 1min 72
1 min 35 72 5min 4 Bh04-41a 8.3 pmM><2.76 pm 1.15
DNTPs Tag  PCR UNIQ-10 Hm BhO4-A+ 58 pM>19 pm 1.05
DNA pm  BhO4-1f 5.26 amM><2.28 pum
14 34 2.1pm 4
4 34 213 PCR
PCR
BH04 DNA
2
800 bp PCR
2.1 4 800 bp
4 PCR
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(x 36 000) (x 48 000)
1

Fig.1 Photos showing Bdellovibrio sp. under the electron microscope

32.4% 38.2% 64.7% 87.5%

) 4 3 17,
18 32 8.8
?3) 4 2 7
23 5.9
@ 4 32 1-4,
6, 8~22, 24~35 94.1
4 11 13
22 28 32.4% 38.2%
64.7% 87.5% 32
94.1 3 4
» PCR 4 Bh04-1f
Fig.2 Photo showing the result of PCR 28 87.5
1. 2, 1 3 2 4.Bh04-4 64.7 Bh04-A+ Bh04-4
5.Bh04-41a 6.Bh04-A+  7.Bh04-1f Bh04-41a 13 11 7 23
1.marker 2. negative comparison 1 3. negative comparison 2, 4 94.1
4. Bh04-4 5. Bh04-41a 6. Bh04-A+ 7. Bh04-1f 79.4
29 4 34 2 17 28 32
4 4
34 1 7 23
4
34 2 2

(1) BhO4-4 BhO04-41a Bh04-A+ BhO4-1f 4
11 13 22 28

46 /2006 / 30 [/ 1



2
Tab. 2 Lysis spectrum of Bdellovibrio sp.
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Bh04-4 Bh04-1f Bh04-A+ Bh04-41a
17,18 32
1,3,6,8,11, 1,2,46,9, 10, 12, 13,14, 1,2,3,4,6,11, 13,14, 15, 3,4,8,13,29,31, 34,35
16, 24, 15, 16, 19,20, 21, 22, 19, 20, 21, 22, 24, 25, 26,
26,28,30 24,34, 25, 26,27, 28,29, 28,30, 33
30, 31,33
13 28 22 1
% 38.2 87.5 64.7 324
3 1999 11 42-43.
[41 1.
2004 5 45—48
[5] ,
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11
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[12]
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2002 1 47.
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Studies of an environmental-friendly biological method
eliminating abalone postlarval bacterial pathogens
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Abstract: in this study, 4 strains of Bdellovibrio sp., designated Bh04-4, Bh04-41a, BhO4-A+ and BhO4-1f,
were isolated from seawaters. Their lytic abilities on 34 strains Haliotis diversicolor postlarval bacterial pathogens
were investigated. Results showed that Bdellovibrio strain Bh04-4 lysed 11 out of the 34 strains of pathogens,
corresponding to 32.4% lysis ability, Bh04-41a lysed 13 strains of pathogens (38.2% lysis ability), Bh04-A+ lysed 22
strains of pathogens (64.7% lysis ability) and Bh04-1f 28 strains of pathogens (87.5% lysis ability). Taken all four
Bdellovibrio stains together, they lysed 32 out of 34 strains of pathogens, amounting to 94.1% lysis ability. Results of
this study fully demonstrated the feasibility of utilizing Bdellovibrio in eliminating abalone postlarval pathogens.
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