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1

Tab.1 Repeat motifs and 5“ - and 3 -flanking sequences of several microsatellites from Porphyra haitanensis

DNA

W5k & RERORTS

57 37
Clone 22 GTATACGATT (AG)3 ACCAAATTAT
Clone 27 TTCATGCTGC (CG); AGCCGGTTCT
CCGCTCTTCG (GC); TTGTTTTCCT
Clone 44 CTCAAATTGT (TAAAA), CTGTTAACAA
ACTGTTAACA (AT); TTGTGAAACT
ATGTCCGTTA (AC); AGCGGTTTCG
Clone 97 ACGATGCAGC (CG)T(CQG)4 ATGTTGCCGT
TGATGTCCCA (GC);GA(GC), ATCGGCCATG
Clone 99 ATGCCAGGAG (TGGA)3 AATGTTTACT
Clone 104 GCAGCTGGCA (AC); GCTGGGTTCA
Clone 105 CTGAGCGGGA (AG);GAA(AG)G(T)4,CC(T)4 CGGTAACGAC
Clone 107 GATGTTCTAA (CG);CT(CG) AGAATCCGAA
Clone 113 CACGGGCTTA (CG);CTC(CG)(A)4 CATATGCGGT
Clone 119 Incomplete (CG); CACCCATTTT
ACCTGTTCAG (GC); CCCACAGGCT
ACCATACCCA (GT); TTAGCAGCGT
TGGTACTCCG (GC);GTC(GC) CTCCATGGCG
TCGCGATGGT (CA)TG(CA)3 GTGTCGAATG
GCTTTCTTCG (GA)3 GCATGTTCTC
AGCATGTTCT (CG); CCAGCGATGC
CGCACGGTTA (CGGQG)3 TATGGGCTGC
Clone 130 GTCGCATGGC (CG)C(CG)AGA(CG); GTATGGGTCC
CGCCCCACTA (CG); CTTTCACTGC
Clone 149 GGCCGCCCTC (CG)4 AGGCCATCGT
TTACCAGGAA (AC);T(AC) CCAAGACTTG
Clone 150 GATGCGGTCA (GC)A(GC)3 GGACGCGGGC
CGAACTCTGT (CG)GCA(CG); GATACGCGTT
CAGAACTCTC (AG)3 AAATACTCAG
Clone 182 TTCCAAAGAT (AC);G(T)4sGA(AC) CTGATTTCAG
TTCTACGTGG (GGC)3 GAAAGTGATT
Clone 199 CCCTGCTCGA (GC); CTCCCGGAAA
CTTACTTTTC (TGA); AAGTCTGCCG
GCTAGGCTAA (AC); TATTTACGCG
Clone 207 GCAATCAACC (CG)C(CG); CACTGAGCCA
GGGCATGCCT (CG); CTGCTCATCG

Marine Sciences/Vol.30,No.1/2006
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1
57 3-
Clone 224 GGCGTAGGAC (CG); AGGGACGGCC
GTCTGCTGGG (CA); CTGCGGTCGT
CCCGTTTTCA (AG); TCTACATCAC
Clone 227 TCCATTGTGA (AT); ACAGCTATGG
Clone 228 TGAGGATGGC (CG)C(CG)s CAAGGCGAGT
GAGGCCTGTC (CG); CTGTCAGCAA
ATTGCCTTCG (GC);AAA(GC) TTTGAGCAGG
AAACAGCTTT (CG); GCACCGGCGT
Clone 247 GCCGCTGTTC (CG);CC(CG) ACCTTGGAAC
Clone 327 TGAAAGAGCA (CG)ATG(CG)GTG(CG),A(CG),C(TCG); GCATTCCGGA
Clone 361 TGGAAGAGAT (GC)s CAGCAATGCC
CTCTCGCAAT (CG); ATGAAATCAA
Clone 367 TTGGCACCTT (GA); GGCCACTTCG
GATGCCGTCG (AC); TGGCCGTAAT
Clone 370 GCCGACGATA (GC)CG(GC);C(GC)CGG(GC):C(GC) TGTCGTCAAT
ACGTCTAAGT (AC); TGGCGTCGAA
Clone 377 AAGGTTTATT (AC); ATCATTGTTT
(GO), (GO),, 2

Tab. 2 Percentage of different types of microsatellites from

=10 12 14 15 18 20 22] (CQG), Porphyra haitanensis

107 62.2
53 30.8
5 29
7 4.1

3

Tab. 3 Occurrence frequency and percentage of repeat sequence of micosatellites from Porphyra haitanensis

AC 8 4.55 ACG 1 0.57 TCT 1 0.57
AG 4 2.27 CAT 2 1.14 TGA 1 0.57
AT 6 3.41 CCT 1 0.57 TAA 1 0.57
CT 4 2.27 CGC 3 1.70 TTG 1 0.57
GA 9 5.11 CGG 3 1.70 TCG 1 0.57
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2R 4 REPORTS
3
GC 44 25.00 AAT 2 1.14 TGC 1 0.57
GT 6 3.41 GAA 1 0.57 CAA 1 0.57
TC 8 4.55 GAC 2 1.14 TGGA 1 0.57
CA 7 3.98 GAG 1 0.57 CGGG 1 0.57
TA 7 3.98 GGC 3 1.70 ATACG 1 0.57
TG 5 2.84 GGT 1 0.57 GATTG 1 0.57
CG 30 17.05 GTT 1 0.57 GTCTG 1 0.57
CGT 1 0.57 TCA 1 0.57 TAAAA 1 0.57
AAG 1 0.57 TCC 1 0.57 176
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Isolation of microsatellite DNA in Porphyra haitanensis
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Abstract: pna fragments isolated from Porphyra haitanensis between 300 bp and 900 bp were recovered after
treatment with restriction endonuclease of Sau3Al, and then were recombined to vector of pUCI18 previously
digested by BamHI and dephosphorylated. The partial DNA libraries were constructed after transmitting these
recombinant vectors into Escherichia coli JM109 competent cells. Polymerase chain reactions with the general
primers of pUC18 vector were used to examine whether there was target DNA inserted in the libraries or not and to
detect the size of inserted DNA fragments. There were 278 clones containing suitable size of target DNA in 384
tested clones. One hundred and seventy-two microsatellites were screened from 103 clones after the analysis of
sequence of the 278 clones. The perfect and imperfect microsatellites were 107 and 53, respectively, which accounted
for 62.2% and 30.8%. The microsatellites of P. haitanensis were characterized as the higher abundance of (GC), and
(CG),, which accounted for 25% and 17%, respectively, but the relatively lower repeat frequency.
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