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Fig. 1 Amplification of genomic DNA of H ap alogenys nitens analyzed by RAPD
M: XDNA/EcoR + Hind ;Primers: S474,S508,S511, S512, S519
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1 RAPD
Tab.1 The frequency of the polymorphicloci detected by RAPD
470- 1 0.96 510- 5 0. 04
470- 2 0.17 510- 6 0. 04
470- 4 0.96 510- 8 0.13
470- 5 0.94 511-1 0.96
470- 6 0.09 511- 2 0.96
472- 1 0.96 512- 2 0.83
472- 2 0.11 513- 1 0. 04
474- 3 0.87 514- 3 0.98
474- 6 0.15 517- 2 0. 83
474- 17 0.15 517- 3 0.96
475- 2 0.13 517- 4 0. 87
475- 8 0.83 517- 5 0.09
475- 9 0.83 517- 6 0.17
476- 5 0.09 517- 8 0.26
477- 1 0.09 517- 9 0. 26
479- 2 0.02 519- 1 0.96
501- 1 0.96 519- 2 0. 09
501- 3 0.96 519- 3 0.33
501- 5 0.87 519- 4 0. 80
507- 6 0.04 519- 5 0.09
508- 2 0.04 519- 6 0.93
508- 4 0. 46 519- 17 0.52
508- 5 0.02 520- 1 0.11
508- 9 0.02 520- 2 0.11
510- 1 0.96 520- 4 0.63
510- 2 0.96 520- 5 0.52
510- 3 0.96 520- 6 0.50
510- 4 0.13
PCR R RAPD 8 ( S463, S465, S466, S468,
ol G+ C S469,5471, 5480  S518)
60% RAPD ( s 8 4 4
) 4 G+ C . 75% ~ 100% ,
G+ C RAPD s RAPD s s
40 G+ C 60% 70% , R
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Abstract: cenetic div ersity of DNA in reared H apalogenys nitens stocks, which were collected from Zhe
lin Bay in Guangdong Province in Jun. 1999, was analyzed by random amplified polymorphic DNA ( RAPD)
technique in this paper. There were 177 gene loci detected from 32 primers, and fiftyfive loci of them were
polymorphic. So the polymorphism and the mean difference of the reared H. nitens stocks were 31. 07% and
0.089 respectively. T he results showed that the reared H. nitens population still retained richer genetic diver-
sity.
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