MrRIRE RELRTS

=T 245 (TBT) H4 Y54RI B4 DNA B/IHH) RAPD 447

HEA L, ETRE FXEK

. IFEIW K BT TH#REWTRE, 7K M 510000; 2. Miskoks BEZREEMR, TR ik 515063)

W . U B 3% (Saccostrea cucullata ) AMH, REA BT FEER, AN EARF 7TAARE
0,0.02,0.2,2,20,200,2 000 #g/L 8 =T £ 45 (TBI) A 32, 2 Medefm g & B 48 DNA, A 38 MR
WA Rk 44314, 2 Lk DNA ¥ % 347 #) ) RAPD-PCR ¥ 38947, %R &%, TBT
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BOTE, A8t XL ERTLEIVNR LR, AURBRE TBT 424 DNA & &

TRAZRSGH M.

SEHRE) . VUG (Saccostrea cucullata ) AL 37 ; RAPD; =T 245 (TBT)

5 %S . X174

FEVEHEYE (Saccostrea cucullata) ReBEIFHEE
MFEN K2 —, EERLGHRE LR RRE, HS
HEBrmefrfmsy—8, RtumiE — LR
FHMEKEE, BREEFETREEMNAALR, K
w2 B R B T B R ph 0 B4 B 20 SR A B 5|
'Y, BUABZME AT, B RmEDR
RIS, EEREVHILEY (Omanoctin com-
pounds) X A W) B S MR BR R BR G R A MTRY IZ R
E, REHERBRUFEIRBROENG SR
(10 /L) WM AL ENFEEER", £
KALY BRI E E EE RS E S ZE
SR FE, —HH =T %45 (Tributyltin, TBT) &8
T YA b Y 1E 5 FEE 3, R H ik 51
WER R ME . BUR & 84 18 25 SRR
REE L, FIXKHYRENERUEDHERERN
EHEES, AR KES TBTHERETE
50 000 5 %), MERNAKEAXEAREGHE>R
&, ETTE LGS R TERESIME KR EER
EREXXFHYRITHEETTWETIZES A
%,

Ve B TEXH AR H AR T AL SR 2 B, Y
A& BHRKN =T #45 (ributyltin, TBT) A5 $
¥, MEFARAETISRLE, BHAH RAPD
(Randomly Amplified Polymorphic DNA) % A A ] 4 45
EEAHSREUEERL, LR BT EEHAR5EY

ERIRIRES A

XEELHRS . 1000 — 3096(2005)05 — 0029 — 04

AR DNA R4, TR TBT XL 8540 M4 52 1 B A5
25, Kyt — B 5T TRT X AR BB R MR
FHE,

1 ARA %
1.1 - ##

i AR TEREKFEREY, ELREH
ALHK (KBRS FRESE . TBICI AEE
Acros 2N 7=, RPMIL640 33530 H A #I 25 kR &
M5, BEALSY, DNA RE8 (& buffer f1 Mg*"),
dNIPs ¥ E EAET AR, HREF S E =
Mrédi,

1.2 i

SR Ak S S, U RPMI 1640 345
FHE, BIN15% BAEME. 100U/ ol FEBEM
1.5%NaCI(JR B30 35.1% ) BB a8 R
H, BUR RGBS ERE, BT 4~ 5 mm’ /MR,
FAANTHEAK(2.5% ~2.8% HIHKE)WikERE, BT
HERT(FER . EERXILER) 40~ 60 min, FH

W R H 3 : 2003 — 09 - 05; 4% 5] H #7:2004 - 05 - 22

HETH ., BR ARVFES (30271033) ; T HREREOE
HAWH (A200005F02)
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D—Hanks ¥ M¥E 1S RES, HHERITE 1 om’ /p
B, RN I, (BRS04, F 27C 5% CO. 3
FRPMREESR 12~14h, REMWA Sl EFHE
(RPMI1640, 15% B5 4 L%, 100 U/ ml WHBE,
1.5% NaCl (JREAEN 35.1% ) ,27C HBHBH
3. AR TH, Heb 1 AAXHE, HA 6 45 TBT
HY A, fE ERBFREPSFIMA 0.02.0.2. 2,
20,200, 2 000 pg /Lo

1.3 DNA ¢RI

SRAZHEH TR, ERFEBRRPIA
1. 5% NaCI(F B804 35.1% ) -
1.4 RAPD R E

PRENEEEBE 25 L, HPEREI0x
RAPD RV &t i 18 pL, B4 : ddHO 15.5 uL,
MeClo( 25 mmol/ L ) 1.5 #L, 10 X Buffer 2.5 pL,
ANTP(3 2 10 ol /L) 0.5 1L, Primer 2.5 pL, DNA
1pL, Tag B (2U) 1.5 #L, Primer 2.5 #L, DNA 1
#L, Taq B§ 2U .

R &R, 94C B 3minJ5 , 94C 1 min,
37C1imin , 72C 2 min, 40 PMEH, BE% 2C T

2 mine P WITE 1.4% RIS B BE RS vk B4
BRI, ADNA, Hind [ ¥E X4 FHEIRE, EB #fa, U
VP - BRI TR IME,

2 #R
2.1 @AM

T 0 B R R 40 B SR E R I R R B
TBICL , & B & 8B 47 5124 0.02, 0.2, 2, 20, 200 1
2000 pg /L 6 P4bERA, 7 BHMBIETE 54, TR
FgRFTIE, TRERRUME BT LEK
BEHAHBAEARBKEZRT RS, HFEAH
HAEN R BRBER LD, ENEHTHRAE
&, TER T LA B FE TBT % B3 5 40
HAKHE,
2.2 RAPD-PCR #3&H R

AR AMER 5d e, X6 TBTREL
P40 M AT R K 4 DNA 25X, B RAPD &, 3£H
T 38 AHENLE 4, HHRE S 4 D519 (S124,5127.
S119 1 S1 028) , Rl &1 i 5 o B AN B B VLGP 57,
YA BESTFRSME 0.125~-10kbZE (B 1),
3P B LE L

F1 4 HBEALS 3 TeT LEHIFIREHRAR R DNA K RAPD IR
Tab. 1 RAPD bands of genomic DNA of oyster gill cell treated with TBT by 4 primers

314 W (pe/L)
0 0.02 0.2 2 20 200 2 000
S119 GTGACCAGCC 8 0 6 0 S 5 5
S124 GGTGATCAGG -9 8 - 6 N 6 6
S127 CCGATATCCC 12 11 9 9 9 9 10
S1.028 AAGCCCCCCA 8 8 8 0 7 7 5
2.3 TBT 4 =*E F4 DNA 43 B JRALY 5 &M NS TRTIRE MK, ¥

fKRAPD — PCR #" W 5 R AT AR i, TBT X & H
A DNAF—E#W, #TBT X 0,0.02, 0.2, 2, 20,
200 1 2 000 pg /L6 MAEEEWREE T, HE & AL T vk B A I
Ky W&ERESEBREE (EL1LRL, Hlns19 &
Xt AR LY 8 &, Ti7E TBT 0. 02 ~2me/L 4t
FRE TS 5~6 &%, SI127 EATHAY
W 12 &A%, T TBT B AN 9~10 &7,
S1028 TEXT REALY 1 8 25, BEE L FRIR W
P LW HOE RN 8 -7 —5, TBTWRE N 2 000 #g/L

SHWEMUMNEH, ERHAFHBRERRNE
P 1), 514 S1 028 FER & 4b W B T (20, 200,
2000 pg /LYIREW ELEM R R,

3 i

TEARE B4 TR0 (30 RFLP, STR, SSCP., AFLP
il RAPD %), RAPD VA HLIR /BRI 8, thi., % K. 7
FIRBIRE ., FEFED, UELRBRFANNER
FERMLHBERESRE, EZREWRENT
BE, B2 AN & B RAPD R B AR FEE B EE
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1 4F3|45t TBT AL AF R 40 3 R4 DNA R 45 -

Fig. 1

Amplified results of oyster gill cell genomic DNA treaded with TBT by 4 primers.

1-1. S119; 12. S124; 1-3. S127; 14. S1028
M. Marker; 1. control; 2. 0.02 g/L; 3. 0.2 #g/L; 4. 2 #g/L; 5. 20 pg/L; 6. 200 pg/L; 7. 2 000 rg/L

HARE, EEST R EHRLH, Er-BER&I £
RIFEHHER T, TUAR RS T EEMERER,
A5 B Taq BRI — AR — 7= 5 DNA
WA N AR A, b BT e v LR
BT, BRINEYEE AR, TR H/DE ap
L A—RE R E,

RAPD Fr 0 — 25514 DNA JF 51 & A4, H
HE—4FEWE1Y, TRENS DNA FHEE KR
EWEERE, MBS ENE S AEEFRAR
KK B4 A S PCR UM I B &, #EATY
HEH DNA FrBY, m R 4 A e X3 R A DNA 1
AL SRR B R R R S EOX AR E B S AR A
R AR AL, T E PCR F=438 In | BRCEESF
K bR AL R, 558 & f 4 B E R, 7]
P W T 40 4% DNA B35 FRAE, 48 0 R/
BB RN E A DNA F5 R EE R R E
Zz—

1 3 % TBT ¥5 4t 4b 72 (Y 41 45 88 40 B DNA #£ 47
RAPD V35, TEHI T 3MES, H—, 4 W59
FERBAMMBAZ B 2~ 3 X EREFB; F
T, B AT AN X R 40 2 A AT LAY o B A Rl Y 4

#OEREHABREERER F=, S MRELEH
ZHEHMLERKE EINHEBANEE . IS
Seeh AR A BB ER R B, R RERE
# DNA EHBIEMLERETHEA . BREAKAR
s S wMy ARSI, BikaEmERA
DNA 451  ThEE R H A #k, (B2 H T TBT Xt &
B 41 DNA 9 2 EEHLAY  JEE i, B IR FTRER
AR B L B BB 4H DNA B FEANM AR AR A, T
H—A vk AR AL BB & A FH R
W BT RE RS ¥ N5 M4 4 (L8 LR B
REERE, #50E SRR, AT DNA
BEL, SERHBNFTHAFBRSEEERABRR
AR A TB, T2 Bk G B .

Ve AR —4 e33R E BT L EKET
DNA F 1 HBLAW R BN E R, Y M AT
AL FR YR B R KT S BRI B R  (E RN X R
B T TBT M3 FEH DNA & T —E &, B a
HEMADNA S BAEFRADNAE-EER, BE
RERET WHEHFHRELPATLE 'S TBT X &
H 4 DNA YIRS, M — S R inLHESS.

H B, X F TBT 2B H4- TR R A R B 2
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Study on the effects of TBT on genome DNA of oyster
(Saccostrea cuculata) by RAPD
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Abstract: The effects of Tributyltin on genomic DNA of oyster (Saccostrea cucullata ) gill cell that was cultured
and treated by 0,0.02,0.2, 2,20, 200 and 2 000 #tg/L concentration of TBT was studied by RAPD-PCR method. The
genomic DNA of the gill cell was extracted and 4 primers was chosen among 38 primers. Results showed that amplified
products have some difference between control (fram nommal individual cells) and groups treated by TBT. The bands of
DINA had decreased with increasing concentration of TBT. The results suggested that TBT would destroy genome DNA of

oyster cell in different level.
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